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Association between polymorphisms in the promoter region of let-7 family and risk of gastric cancer
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Abstract : Objective

the promoter of let-7a-1/let-7f-1/let-7d cluster with the risk of gastric cancer. Methods

To explore the association of rs10877887 in the promoter of let-7i and rs13293512 in
The rs10877887 and
rs13293512 polymorphisms were genotyped in 172 patients with gastric cancer and 224 healthy controls using
a TagMan assay,and the association between the two polymorphisms and risk of gastric cancer was analyzed
The frequencies of rs10877887 CC,CT/CC genotypes and C allele in patients
with gastric cancer were significantly higher than those in healthy controls (20. 9% wvs. 13.4%; 63. 4% ws.
53.1%; and 42. 2% ws. 33.3%),with adjusted odds ratio (OR) of 1. 98,1.53,and 1. 46, respectively (P=
0.02,0.04,0.01). However,no significant difference of the distribution of rs13293512 was observed between
The rs10877887 in the promoter of

using chi-square test. Results

patients with gastric cancer and healthy controls (P>>0. 05). Conclusion
let-7i is associated with the risk of gastric cancer in the Chinese Han population.
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