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Abstract:Objective To study the expression situation of drug-resistence related genes of isoniazid, strep-
tomycin and ethambutol in multi-drug resistant Mycobacterium tuberculosis. Methods 101 strains of clinical
isolated multi-drug resistant Mycobacterium tuberculosis selected in a hospital from January 2013 to December
2017 were separately analyzed by sequencing method and gene chip to detect the isoniazid, streptomycin and
ethambutol resistance related genes and mutations loci. Results The resistance rate against streptomycin in
101 isolated multi-drug resistant Mycobacterium tuberculosis stains was 69. 3% ; Resistance rate aginst etham-
butol was 51. 4% ,resistance rate against streptomycin and ethambutol was 44. 5% ;95 cases of gene mutations
related to isoniazid were detected by gene chip method,among which the mutation rate of katG gene at 315M
was 77. 8% ,the mutation rate of inhA gene at —15M was 89. 4% ; The mutation rate at 43M loci was 89.0%
in 64 cases of streptomycin resistance related gene rpsL. The mutation rate at 88M site was 11. 0% ;47 cases of
embB were detected to be drug resistance gene related to ethambutol,mainly with 306 M2 site mutation rate of
68.0%. 98 cases of gene mutation of isoniazid resistance were detected by sequencing method,and the muta-

tion rate of katG was 73.4 % .mainly at 315 loci; The mutation rete of inhA gene was 87.7% at —15 loci;the
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mutation rate of oxyR-ahpC gene were 10. 2% and 8. 2% at oxyR-ahpC —12 and — 10 site. 68 cases of strepto-
mycin resistance gene mutation were detected, and the mutation rate of rpsl. gene mainly at 43 loci was
86. 8% ,the mutation rates of RRS gene mainly at 512,513,516 site were 5.9%,8. 8% and 8. 8%. The major
mutation rate of embB at 306 loci related to ethambutol resistance in 50 cases was 88. 0%. Conclusion The
expression of resistance gene loci of isoniazid,streptomycin and ethambutol can be regarded as an effective ba-
sis of clinical detection of drug resistance in multi-drug resistant Mycobacterium tuberculosis. Isoniazid related
resistant oxyR-anpC gene and streptomycin related resistant RRS gene should be included in China’s rapid mo-

lecular diagnosis products in order to improve the sensitivity of multi-drug resistant Mycobacterium tuberculo-

sis drug resistance detection.
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