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Abstract: Objective To systematically review the diagnostic value of circulating tumor DNA for breast
cancer in China. Methods CNKI, Wanfang Data, VIP, CBM, EMBASE, Cochrane library were searched from
inception to December 21,2017,to collect diagnostic studies about circulating tumor DNA for breast cancer in
China. Two reviewers independently screened literature, extracted data and assessed the methodological quality
of included studies. Statistic analyses were performed by software Meta-Discl. 4 vision,and summary receive
operating characteristic curve (ROC curve) was performed. The publication bias test was performed using
STATA 13 software. Results A total of 7 studies were finally included. The pooled sensitivity, specificity,
positive likelihood ratio,negative likelihood ratio,and diagnostic odds ratio were 0. 85 (95%CI.0.82—0. 87),
0.86 (95%CI.0.84—0.89),6.477 (95%CI.3.496—12.000),0.173 (95% CI.0.102—0. 296) , respectively.
The pool diagnostic odds ratio was 39. 94 (95% CI:14. 07 —113. 37) and arca under the ROC curve was
0.928 5. There was heterogeneity in the included studies,and subgroup analysis suggested that heterogeneity
was derived from the study area and target genes. The deeks suggested the publication bias was not signifi-
cant. Conclusion Current evidence indicates that circulating tumor DNA has high diagnostic value for breast
cancer in Chinese population,and the accuracy of breast cancer diagnosis can be improved by joining the other
project detection in clinical practice.
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