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Abstract: Objective To investigate the prevalence of sexually transmitted diseases (STDs) among women
in gynecological clinics,and to explore the correlation between different pathogens. Methods From February
2016 to November 2017,2 064 cervical epithelial cell specimens from gynecologic outpatient women in Beijing
Tiantan Hospital were selected for detection of ureaplasma urealyticum (UU),chlamydia trachomatis (CT),
neisseria gonorrhoeae (NG) and human papillomavirus (HPV) by gene amplification and conduction hybrid-
ization. Results UU/CT/NG infection was detected in 1 335 of 2 064 samples (positive for one type of UU/
CT/NG) ,the infection rate was 64. 68%. UU infection was predominant (1 331 cases). The main type of in-
fection was single infection. There were two peaks of infection in the age distribution,which were <{ 30 years
old and 41 — 50 years old respectively. The infection rates were 68. 20% and 70. 25% respectively. Among
them,1 090 patients were tested for HPV typing at the same time. 205 HPV positive samples were detected,
mainly high-risk type infection and single infection. The HPV infection rate in UU/CT/NG positive group was
23.40% swhich was significantly higher than that in UU/CT/NG negative group (10. 54%). The difference
was statistically significant (P<C0.01),and the correlation coefficient »=20. 157. Conclusion UU is the main
pathogen of sexually transmitted diseases in women in gynecological clinics. People infected with UU/CT/NG
are liable to be infected with HPV. Both of them have synergistic effect. The pathogens of sexually transmitted
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diseases in gynecological outpatient women are mainly UU,and people infected with UU/CT/NG are prone to

HPYV infection,and the two have a synergistic effect.
Key words: sexually transmitted diseases;
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