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Abstract: Objective To investigate the expression and clinical significance of long chain noncoding RNA
(IncRNA) fibroblast factor 14 intronic transcript 1 (FGF14-IT1) in human gastric cancer tissues and cells.
Methods A total of 83 pairs of human gastric cancer and matched paracancerous tissues were collected, and
the expression level of FGF14-IT1 in tissues, four gastric cancer cell lines and normal gastric mucosal cells
were detected by Real-time fluorescence quantitative polymerase chain reaction (qPCR). The correlation be-
tween its expression level and clinical pathological features of patients was analyzed by chi-square test. Logis-
tic regression analysis was used to analyze the relation between IncRNA FGF14-1T1 expression and tumor me-
tastasis. Results The relative expression of FGF14-1T1 in gastric cancer tissues was 1. 630 1. 896, which was
significantly lower than that in paracancerous tissues(2. 257 42.599). The difference was statistically signifi-
cant (t+=2.108,P<C0.05). Compared with normal gastric mucosal cell line GES-1, the expression of FGF14-
IT1 in the gastric cancer cell lines AGS,MGC-803,and SGC-7901 significantly decreased (P <C0. 05),but not
in gastric cancer cell line BGC-823(P>>0. 05). The expression of FGF14-1T1 was significantly correlated with
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the depth of invasion(P=0. 028) ,lymph node metastasis(P =0. 039) and TNM stage(P =0. 048). In univari-
ate analysis, gastric cancer metastasis was associated with FGF14-1T1 expression(P =0. 001) , tumor size(P =

0.041) ,degree of differentiation(P =0. 041) ,and depth of invasion(P <C0. 001). In multivariate analysis, gas-

tric cancer metastasis was related to FGF14-1T1 expression(P =0. 023) and depth of invasion(P =0. 021).

Conclusion LncRNA FGF14-1T1 is associated with metastasis of gastric cancer,and may be a potential mo-

lecular marker for therapeutic and prognostic evaluation of gastric cancer.
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