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Association of TNF-a and CD40 gene polymorphism with hepatitis B cirrhosis
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(Department of Clinical Laboratory ,People’s Hospital of Haian City, Haian »Jiangsu 226600 ,China)
Abstract : Objective
titis B cirrhosis. Methods

To investigate the relationship between TNF-o,CD40 gene polymorphism and hepa-

The polymorphism of TNF-¢— 308G/A, CD40-rsl1883832, CD40-rs4810485 in the
blood cells of 150 healthy controls and 150 patients with hepatitis B cirrhosis were determined,and the geno-
type distribution was determined. Results The GA genotype of TNF-¢—308G/A in patients with post-hepati-
tis B cirrhosis was significantly higher than that in healthy controls (P <C0. 05). The CT, TT genotypes of
CD40-rsl883832 in cirrhotic patients were significantly higher than those in healthy subjects (P <C0. 05). The
AA,GG genotype of TNF-¢—308G/A and the CC genotype of CD40-rs1883832 were significantly higher than
those of healthy subjects (P<C0. 05). There was no significant difference in genotype of CD40-rs4810485 (P
>>0. 05). Conclusion

titis B cirrhosis.

the polymorphism of TNF-¢ and CD40 gene is associated with the susceptibility to hepa-
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1 #BREHE
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1 mL,H EDTA $i#t. 4 °C,3 000 r/min B> 5 min,
A3 B W A M DTV B TS 4 DNA K
x1 WMABEN—HERILE

it H pUk =S4 Xt B 21 ¥/t P
P51 () 0.251 0.616
L 106 102
S 44 48
SRR (s, %) 53,4542, 21 58.4143.87  1.023 0.187

1.2.2 FEPIRIMESE SR TR & W 6k S - FR 4 1 B
K Z 45 P (PCR-RFLP) 25 40l J¥ . (1) PCR 4734 .
£i13% 308 fif 5 1) TNF-o.s1883832 fif i Jz rsd8 10485

LA CD40, R4 Bl 5E S SR FR 20 L, KL 4
DNA 5 2 pL, Fii59 1 pL(r?ﬁ'Jﬁ%z 2),Taq i 1
U,10 X PCR & i 2 L, 25 mmol/L MgCl, 2 uL,
25 mmol/L dNTPs 2 pL, 2B FK 9.8 pL. )7k
E 94 °C 5 min; k)5 94 C 30 5,60 C 30 s,72 C
15 s fEFF ;72 °C 10 min. 7E5 EB LS 10 /L
B RE W B e b A Uk T 28 %ﬁ)’ﬁf(ﬁi‘ﬂm/m% (2)

PCR 3™ W1 & EB AU 10 g/ L BiUlE Bl BE IR
Pk, UV ST I 5 4810 1 o AT V) B A

(3)PCR =) HL 1 AE A B VY - = 9 20 38 R 5
Z I N V) UL B, 7 30 g/ L B M B i b
Wk 2 h,

*x2 IR 2]
FH AR 51975
TNF-a-308 s :5'-AGG CAA TAG GTT TTG AGG GCC AT-3'

TWEI4:5'-GAG CGT CTG CTG GCT GGG TG-3'

CD40-rs1883832

s .5'-CCC ATG GGC ACA GCA AGA TGC GTC CC-3'

T#EEI4:5'-CCC ATG GGC CTT CTC ATT CCC CAC TC-3'

CD40-rs4810485

R 5'-ACC GTA TCT TGG GTG TTC CA-3’

TWEI4.5'-CTG CTT CCC TTC CCT TCC TT-3'

1.3 SiilsEab# R A SPSS19. 0 43 4. YL Hardy-
Weinberg - 46 55 73 B BF 58 FE A< 19 BEAR AR R T
T 2 1 ke DR TR0 3 R A 6, SR PR A %R . P <C0. 05 Sy 22
SHEGIFEE X

2 & ES

2.1 TNF-o—308G/A Z#& MM H FIFH TNF«
—308G/A ZAEMEY I T & —308 fLsiHY o ¥ I W)
k346 bp, QIR —308 i H 4 G, LK L Y) AL 24 bp
322 bp Wi R B, IO iZ 24 bp Jr BOR/IN, A RETE 3
JEME A 2, Bk, R —4 322 bp W9 5 B, WA —
308 P& — A S . H NCOT WYJEEYI . A
BOK R 346 bp. 45 F GA SLFE N 322 bp. 44+
THER AL 322 bp/346 bp. 4G 7 AA BB 346
bpl. WLIE 1.,

M GA GG AA

300 bp

£ :M 2y DNA $Ric4)

1 TNF-a—308G/A il S EE VI 45 R

2.2 CD40-rs1883832 fvi S UG I 45 K 7 CD 40 3
KAy rs1883832 i s, |, C ul T #fidk & 4 128 1k AR B

PR 1k Py U NCO T FR i 3 U0 i - B A 2 Ff 2
AL LI 2,

M cT T CC CC CT TT

332 bp
227 bp
105 bp

¥ :M Jy DNA bric ¥
& 2 CD40-rs1883832 i S BB H] 45 R

2.3 CD40-rs4810485 o & By BRI v igY)  CD 40 3%
R rs4810485 i s A C Bl G 19284k, 95 PR il 14
WYl MSPL R Bt f 3 AN . GG (272,163 bp)
1 CC(435 bp) .CG (435,272,163 bp), WA 3,

M cG CC GG cC L0 ¥ GG

435 bp
272 bp
163 bp

7 :M 2y DNA FRiE %
A 3 CD40-rs4810485 i B BE I 45 R

2.4 TNF-o—308G/A.CD40-rs1883832,CD40-rs4810485
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NS ZBES R R G AT AL 5 25 A RR
X REE AE LGS, A Ak B 3E 9 TNF-o — 308G/A 1Y
GAEHE BB B & FHEEREE, Z5 6 %1% (P<
0.05), JIFfE{L s E i) CD40-rs1883832 1) CT.TT %t

PRI A B S T R A 25 A 4i it ¢ (P<<0.05),
TNF-« — 308G/A B AA. GG # R %, CD40-
rsl883832 ff) CC £t [ M, CD40-rs4810485 [y K& A 1
ERIGHFE L (P>0.05), W3,

%3 TNF-¢—308G/A,CD40-rs1883832 ,CD40-rs4810485 i I A ES#7 (n)
I P 7 @ FEH (n=150) JFRE AL £ (n=150) P OR 95%CI
TNF-—308G/A
GA 22 15 0.012 2.994 1.623~5.453
AA 44 39 0.092 1. 345 0.854~4.549
GG 84 96 0. 056 2.765 1.349~5. 653
CD40-rs1883832
CC 73 32 0.082 2.321 1.236~5.054
CT 46 72 0.002 2. 165 0.764-4,127
TT 31 46 0.001 1.718 1.053~2.653
CD40-rs4810485
CC 66 103 0.133 2.021 1.041~3.183
CG 69 14 0. 321 1.105 0.764~2.152
GG 15 33 0.178 1.763 1.003~2.217

3 i it

AU R J5 B BE AL 1 & ML 25 2 B 7
(SR RV 28 O L 5 B8 8 I a8 A% ) TP A e i 1)
AEAT 56 AEWF 58 & I 5 JIF R A 19 38 4% B Jdotk o 7 v s
TNF-a 7= 4 27 3 14 R 2 19 #8 l » TNF-o J2 55 — Ff
A 9 PR B R AL = A ) 4 i . TNF-o %
PR JLAS BB 2 1 - B A% 40 il Kupffer 40 ffd 55 H fth 40
R s [ 412 2 JHF AL AR 200 O 1) 34 B RN 2 4k 34 5 10 1)
JHF 40 6 A A= o BEL L 40 8 9 T3 A . 2 5 0 R AR IR T
AR . FFEE K o 35S R4 UEIF AR 40
F1%) 348 B R A 186 A L A SNITE 9 36 W IR SR BE T F-a S
Bl F —308a [ 55 0 3 [H 5 T 6 4k A 38 g o6 . it
U 58 45 S 7R £ BT R JE IR Ak £R 35 0 i g o) B
HH e PR AL B 3% 1 TNF-o— 308G/A [ GA 3
PR R0 B 8 o PR 22 A Ge it 2% B L (P <C0..05)
P78 TNF-o— 308G/A 1] 1 JIF 5 1L 11912 W )36 97
SERCVE Al . BE AR A 9% 2 o8 HBVDNA BH % & /Y
TNF-o« SEH TS THMEH, HiE/R TNF-o B3 1
X —308G/A Hk K #Y Je 85 3 A AE i RN 5 & BT 1
AL R M8 F T 3 FPOR ] HBV 18k J8 e I B 25 #0 vh 43
MRz BN 2R, BEEE O, Ok 12
PEE A 5 B DR K P T O BB E 1 IV 2 AR D e B
TNF-o ¥40 F i ok &, & E il g & 718
FERE IJFH R EM & & S5WEEHIIEKRA X,
ENFEH TNF-o FEH 2 3805 8 R 18 1 0 X &R
AW AE—ERRE LT TNF-o—308G/A ) GA
R RT AR Ay TR A e 00 15 A0

SRR Z L AR H 5 4%, BT 1 3 R
935 Ty B B A 2 Lo B G R R AL T 40 e
Y3 FR G0 I H 2 R A7 s B BT AN R L
AN o 3 T B A ] 2% 1 43 0 A BV Ok Lk
Hoofil) g £ 2012 CD40-CDAOL 3 % 2 5 — Fh & 38
Wi, EANS S Mg R IEw ARE T2 EE
B A B ) B L 1R 2200 B R AR 1R R PRI B 1 2K R B
AL AR BTG fE S g T, B CD 40 B
PriR WL AEAE 2F B 40 1G5 . (5 B 40 i 3= 1 100 2 5
R 2 EL A 258 8 1 2 R D, S S04 T SR A A A ik
T 40 A /A B AR S . b OB 9 45 R $2 7R CD40o-
rs1883832 W] AE fy JH-A Ak 1Y 12 W SR 97 97 RO EAG .
i Ak 3 1 CD40-rs1883832 [ CT. TT L [A #I B &,
T EREE 2R A G R L (P<<0.05), BEfEMF
TR CD40 1Y B 3R 70 1 MU 5 B M A 2 rp £
FE I 25 22 S5 T L H 3R 5K Bl JH 2 e AN 4 o R B
A3 SR R T 20 T AT .k % BH T R Ak 1) R K R R AE
Bf B A B0 28 ) BB R S AL F B B AR T B9k A CD40
A AT HE R R — B R A JH R Ak S B f i T BE Y
AP AE ARSI 48 B, X T4 T R AR 1T R K s e RE R
Hh B A Ak B AR T — s R KPS . TNF-
a—308G/A B AA,GG F [N & CD40-rs1883832 Ky
CC R %1, CD40-rs4810485 3L [ A 22 B L4 it 2%
B X (P>0.05),
4 % it

ZELRTR, R R JE AL B 1) TNF-o —
308G/A ) GA J&[F AU B W & F {d B 2, TNF-a-308
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