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Detection of multidrug-resistant bacteria in patients with HAP and analysis on the
clinical distribution.susceptible factors and intervention measures
ZHANG Hongmei . ZHANG Yu
(Department o f Clinical Laboratory .the First Affiliated Hospital of the Medical
College s Shihezi University ,Shihezi , Xinjiang 832008 ,China)

Abstract: Objective To analyze the detection of multi-drug-resistant bacteria in HAP patients and their
clinical distribution characteristics, susceptible factors and intervention measures. Methods The patients with
HAP in our hospital from January 2014 to October 2018 were selected as the research objects. The sputum
samples were collected by sterile sputum collecting tube to analyze the detection of multi-drug-resistant bacte-
ria in HAP patients and their clinical distribution characteristics, susceptible factors and intervention meas-
ures. The therapeutic efficacy was evaluated according to the clinical indications, condition,imaging examina-
tion and microbiological examination results;the clinical samples were cultured and identified according to the
National Practice for Clinical Laboratory,and the drug sensitivity was tested by K-B disk diffusion method.
Results Among HAP patients, Acinetobacter baumannii accounted for the highest proportion,and Acineto-
bacter baumannii accounted for a significantly higher proportion in patients infected with multi-drug resistant
bacteria than in patients infected with non-multi-drug resistant bacteria (P <C0. 05) ;in departments of respira-
tory medicine and ICU, the proportion of patients infected with HAP was significantly higher than that in oth-
er departments,and the difference was statistically significant (P<C0. 05) ; The duration of hospitalization (=
5 days) was an independent risk factor for HA P induced by multi-drug-resistant bacteria (P<C0. 05). The fre-
quency of drug use,measurement criteria and rationality of combined drug use in patients with multi-drug-re-
sistant bacteria were significantly lower than those of non-single-drug-resistant bacteria (P <C0. 05). Conclu-
sion Acinetobacter baumannii infection is the most common in HAP patients with multi-drug-resistant bac-

teria infection. Respiratory medicine and ICU departments are the most common. Transfer from other institu-
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tions,recent antibiotic treatment,infection type and hospitalization time (=5 days) are independent risk fac-

tors affecting HAP infection with multi-drug-resistant bacteria. Rationality and standardized drugs should be

emphasized for treatment.
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tibility factors; intervention measures
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