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Effect of microRNA-340 on migration and invasion of hepatocellular carcinoma cell
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Abstract: Objective To explore the effect of microRNA-340(miR-340)on the migration and invasion of
human hepatocelluar carcinoma (HCC) cells. Methods The miR-340 was transiently transfected into HCC
cells using Lipofectamine™ 2000 reagent. Using Transwell invasion assay to evaluate the invasion force of
HCC cells, The mRNA level of miR-340, E-cadherin, N-cadherin, Vimentin, MMP-2 and MMP-9 in HCC cells
were determined by real-time quantitative polymerase chain reaction (qPCR). The protein levels of MMP-2
and MMP-9 were detected by ELISA, Western blot were used to analysis the expression of NF-kB1 protein.
Results Compared with FTE187,the expression of microRNA-340 in HCC cell lines was decreased. overex-
pression of microRNA-340 inhibited the invasion ability of HepG2 and MHCC-97L cells. The expression of E-
cadherin was up-regulated in HepG2 and MHCC-97L cells with high expression of microRNA-340, the level of
N-cadherin and vimentin was down-regulated in these cells. The expression of MMP-2 and MMP-9 in HepG2
and MHCC-97L cells was decreased by microRNA-340. Compared with miR-NC cells, the expression of NF-
kappa Bl in HepG2 cells with high expression of microRNA-340 was decreased by 40% and that of MHCC-
97L cells by 66 % ,the difference was statistically significant (P<C0. 05). Bioinformatics analysis predicted that
the NF-kB1 was a potential target gene of miR-340. Luciferase reporter assay further confirmed that miR-340
could directly target the 3' UTR of NF-kB1. Conclusion miR-340 plays an important role in inhibiting migra-
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tion,invasion and EMT, suggesting that miR-340 expression is one of the important mechanisms of HCC,

miR-340-based therapy can be used to treat HCC.
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