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Abstract : Objective To analyze and study the nucleic acid positive rate of respiratory tract related patho-
gens in shandong provincial from January 2016 to June 2018. Methods 2 980 cases of acute respiratory tract
infection were collected from January 2016 to June 2018 in Shandong Provincial Hospital affiliated to Shan-
dong University. The positive rate of adenovirus (ADV),rhinovirus (HRV) ,influenza A virus (IVA) ,influ-
enza B virus (IVB) ,parainfluenza virus (PIV) ,respiratory syncytial virus (RSV) nucleic acid was detected by
fluorescence quantitative PCR The positive rates of respiratory tract pathogens at different ages and seasons
were analyzed. Results Among the 2 980 patients with acute respiratory tract infection, the total number of
positive respiratory tract pathogens was 1 261, with a positive rate of 42. 32%. The positive rate of ADV-DNA
was 4.03%(120/2 980) ,the positive rate of HRV-RNA was 17. 35% (517/2 980) , the positive rate of IVA-
RNA was 3.26%(97/2 980) ,the positive rate of IVB-RNA was 2. 15% (64/2 980) , the positive rate of PIV-
RNA was 8.26%(246/2 980) ,and the positive rate of RSV-RNA was 7. 28% (217/2 980). The positive rates
of ADV-DNA,HRV-RNA,IVA-RNA,IVB-RNA,PIV-RNA and RSV-RNA in different ages were statistically
significant (X* was 31. 848, 24. 146, 18. 763, 20. 737,103. 197, 80. 437, respectively, P <C0. 05). The positive
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rate of infection of ADV-DNA in autumn was significantly lower than that of the other seasons. The positive
rate of HRV-RNA in summer was higher than that in other seasons. The positive rate of IVA-RNA was sig-
nificantly higher in winter than in the other seasons. The positive rate of IVB-RNA infection in spring and
winter was higher than that in other two seasons. The positive rate of PIV-RNA infection in spring and sum-
mer was higher than that in autumn and winter. The positive rate of RSV-RNA infection in autumn and winter
was higher than that in spring and summer. Conclusion By comparing the characteristics of nucleic acid posi-
tive rate of airway related pathogens in different age groups and seasons in shandong region in 2016 —2018, the

composition of pathogens and epidemiological features of respiratory tract infection were discussed, providing

reference basis for the early prevention and clinical treatment of acute respiratory tract infection.
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