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Abstract: Objective To detect the type of carbapenemase in Klebsiella pneumoniae (KPN) by using eth-
ylenediaminetetraacetic acid modified carbapenem inactivation (eCIM) combined with modified carbapenem
inactivation (mCIM) test and to preliminarily evaluate its typing ability. Methods The phenotypes of met-
alloenzymes and serinase-producing carbapenemases were analyzed by eCIM combined with mCIM in KPN.
The accuracy of carbapenemase typing by eCIM combined with mCIM was evaluated by using PCR as the gold
standard. Results A total of 94 strains of carbapenem resistant KPN were detected,87 strains of which were
mCIM-test positive,and 7 strains of mCIM negative. A total of 75 strains of eCIM negative were serine enzyme
phenotype, 12 strains of eCIM positive were metal enzyme phenotype in the 87 strains. A total of 87 strains of
carbapenemase coding genes were detected by PCR,76 strains carried serinase KPC-2 gene, 12 strains carried
metalloproteinase IMP gene and 1 strain carrying both KPC-2 and IMP genes. Two methods were showed
good consistency(P>>0. 05). Conclusion The detection of carbapenemase in KPN by eCIM combined with
mCIM is consistent with the results of PCR. Special reagents is not required. It is easy to operate and popular-
ize. It can provide important theoretical reference for clinical anti-infective treatment and nosocomial infection
control,
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I E 25 [ BD 22 #, A5 Phoenix 100; MALDI-TOF
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TR B AL B 26 DL 8RR L LS mi-
crofuge 22R centrifuge; PCR ¥ ¥ 4% Wy B 3 & Ther-
mo A H, A5 ARKTIK ; #% R Hi Uk X [ 35 [ Bio-

Rad 23 A s 5 AR 0 W R G000 [ b iR R R
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OXIOD 23 &l , #i4% 10 png; Tag PCR Master Mix. Bifig
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blaKPC-R ACA GTG GTT GGT AAT CCA TGC
blaOXA-48-F TTG GTG GCA TCG ATT ATC GG
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blaypy 1 -R GTA GTG CTC AGT GTC GGC AT
blaygy-F CAG ATT GCC GAT GGT GTT TGG
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£2  CIMEBA mCIM X4 M KPN #5 B 5B
FBRIGER (n)
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