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Experimental study on homology analysis of carbapenem-resistant Klebsiella pneumoniae by MALDI-TOF MS”
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Abstract: Objective To explore the feasibility of homology analysis of carbapenem-resistant Klebsiella
pneumoniae(CRKP)by matrix-assisted laser desorption ionization time-of-flight mass spectrometry (MALDI-
TOF MS)in clinical laboratory. Methods The results of clustering analysis of 95 CRKP strains were com-
pared by using MALDI-TOF MS technology based on multi-site sequence typing(MLST) method. The ability
of microflex™ mass spectrometer to classify CRKP strains was observed. Results Microflex™ mass spec-
trometer cluster analysis showed that 95 strains of bacteria were divided into two groups,five subgroups. The
relationship between [ b and [ ¢ was close, [ a was far from [ b and [ c. Compared with MLST results,ST1
and ST15 were distributed in I b subclass, ST1198,ST152,ST1030 and ST1254 were distributed in 1 a sub-
class,ST2260 and ST2928 were distributed in I b subclass,and the rest 87 strains of ST11 were distributed in
each subclass. Conclusion The results of MALDI-TOF MS cluster analysis are not consistent with those of
MLST. The application of MALDI-TOF MS in homology analysis needs more detailed study.

Key words: matrix-assisted laser desorption ionization time-of-flight mass spectrometry; multi-site se-
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L FEA Y | AL FEA YE | AL FEA Y | BAL FEA Y | B FEA YoE
ETReS R /o |5 P B/ |5 i B/ g5 i /o g5 i (L%
1 Q1 2.431 |20 Q20 2.465 |39 719 2.355 |58 17 2.641 |77 N9 2.317
2 Q2 2.365 |21 71 2.325 |40 720 2.374 |59 18 2.415 |78 N10 2.331
3 Q3 2.442 |22 72 2.459 |41 721 2.416 |60 19 2.427 |79 NI11 2.457
4 Q4 2.376 |23 73 2.371 |42 722 2.435 |61 110 2.319 |80 N12 2.510
5 Q5 2.452 |24 74 2.448 |43 723 2.516 |62 111 2.324 |81 N13 2.412
6 Q6 2.471 |25 75 2.398 |44 724 2.378 |63 T12 2.510 |82 N14 2.427
7 Q7 2.398 |26 76 2.336 |45 725 2.362 |64 113 2.601 |83 N15 2.481
8 Q8 2.333 ||27 77 2.374 |46 726 2.394 |65 114 2.410 |84 N16 2.378
9 Q9 2.471 |28 78 2.417 |47 727 2.342 |66 115 2.472 |85 N17 2.507
10 Q10 2.354 |29 79 2.446 |48 728 2.330 |67 116 2.383 |86 N18 2.313
11 Q11 2.336 |[30 710 2.357 |49 729 2.347 |68 117 2.349 ||87 N19 2.577
12 Q12 2.421 |31 Z11 2.517 |50 730 2.415 |69 N1 2.327 |88 N20 2.461
13 Q13 2.501 |[32 712 2.481 |51 731 2.428 |70 N2 2.347 |89 N21 2.378
14 Ql4 2. 444 |33 713 2.612 |52 11 2.518 |71 N3 2.318 |90 N22 2.369
15 Q15 2.378 |[34 714 2.541 |53 12 2.425 |72 N4 2.389 |91 N23 2. 415
16 Q16 2.391 |[35 715 2.539 |54 13 2.448 |73 N5 2.603 |92 N24 2.422
17 Q17 2.610 |36 716 2.473 |55 14 2.416 |74 N6 2.321 |93 N25 2.381
18 Q18 2.542 |37 717 2.469 |56 15 2.431 |75 N7 2.365 |94 N26 2.571
19 Q19 2.376 |[38 718 2.379 |57 16 2.361 |76 N8 2.416 |95 N27 2.410
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