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Abstract: Objective To analyze the clinical characteristics of human cytomegalovirus (HCMV) infection
in children in Xuzhou area. Methods A total of 1 095 children with suspected HCMYV infection in the Affilia-
ted Hospital of Xuzhou Medical University from January 2017 to December 2018 were studied. The HCMV-
DNA loads in urine and breast milk were detected by real-time fluorescence quantitative polymerase chain re-
action (qPCR). Results There were 348 cases of HCMV-DNA positive in urine of 1 095 children, the positive
rate was 31. 78%. There was no significant difference in the positive rate between different genders (P =
0.578 4). With the increase of age,the positive rate first increased and then decreased.and the peak was con-
centrated in 5—12 months. Further analysis showed that there was no significant difference in the positive rate
between different seasons (P>>0. 05),and the positive rate of rural children was significantly higher than that
of urban children (P<C0.001). Conclusion The infection rate of HCMYV in children in Xuzhou area is higher,
and mainly in infants. HCMYV reactivation in breast milk has a high incidence and is closely related to infant
infection. HCMV infection can involve multiple organs,and children are prone to respiratory tract infection,
hepatitis syndrome, hematopoietic system damage and other clinical manifestations.
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