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Research progress of autoantibodies in the clinical diagnosis of early lung cancer
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Abstract: The high incidence and mortality of lung cancer are common problems in the world. The diagno-
sis of lung cancer is usually in the advanced stage,and the 5-year survival rate of lung cancer is very low,so
how to screen lung cancer early is especially important. Blood biomarkers lung cancer autoantibodies (AABs)
including P53, MAGE-A1,GAGE7,CAGE,GBU4-5,SOX2 and PGP9. 5 have attracted more and more atten-
tion in the detection of early stage lung cancer. The P53 gene is mutated in a variety of malignant tumor pa-
tients. As an autoantibody produced by tumor suppressor gene,P53 can appear before clinical diagnosis of lung
cancer. MAGE-A1,GAGE7,CAGE,and GBU4-5 are all cancer-testis genes antigens and are expressed in vari-
ous malignant tumors. They can be found in lung cancer patients and not in normal human tissues. SOX2 au-
toantibodies were mainly detected in small cell lung cancer (SCLC). PGP9. 5 increased expression in non-small
cell lung cancer (NSCLC). This article reviews the research progress of autoantibodies in the clinical diagnosis
of early stage lung cancer.
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