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Abstract:Objective The pretreatment conditions for detection of Vibrio harveyi by Matrix assisted laser
desorption ionization time of flight mass spectrometry (MALDI-TOF-MS) were optimized, and the value of
mass spectrometry in traceability of Vibrio harveyi was preliminarily discussed by cluster analysis. Methods
In this study,33 strains of Vibrio harveyi were first confirmed by rpoB sequencing,and then the protein fin-
gerprints were collected by MALDI-TOF-MS. The operation procedure was optimized through the selection of
culture medium,culture time and sample processing method. Finally, 33 strains of Vibrio harveyi were clus-
tered by MALDI-TOF-MS to explore the value of mass spectrometry in traceability of bacteria. Results
There was no significant difference in the identification result of Vibrio harveyi among the three media (P>
0. 05). The identification results of Vibrio harveyi at 18 and 24 h were better than that at 48 h (P <C0. 05).
However, there was no significant difference between 18 and 24 h (P>>0. 05). Formic acid extraction method
was better than direct smear method (P <C0. 05). Cluster analysis based on MALDI-TOF-MS provides a theo-
retical basis for tracing the pathogens of Vibrio harveyi infection. Conclusion MALDI-TOF-MS method is
simple and fast,and can accurately identify Vibrio harveyi and analytical traceability. It will play an important
role in marine fisheries and mariculture industry.
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