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Research progress of circular RNA in carcinogenesis, development, diagnosis and treatment of malignant tumors”
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Abstract: Circular RNA (circRNA) is a kind of covalently closed circular endogenous non-coding RNA,
which is widely found in the genomes of various eukaryotic cells. Because of its characteristics of high abun-
dance ratios,stable structure, highly conservative and specific expression of tissue, circRNA has become the
focus of research in recent years. It was found that circRNA competitively adsorbs miRNA, as a miRNA
sponge,it is involved in the expression regulation of a variety of genes and plays an important role in tumor
development,invasion, metastasis and other processes. In this paper,the origin,characteristics and functions of
circRNA and its role in tumor development,invasion and metastasis,diagnosis and prognosis are reviewed.
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