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Abstract : Objective
ance gene in Helicobacter pylori (Hp),and to evaluate the therapeutic effect based on semi-quantitative re-
sults. Methods

primer, system and annealing temperature. The sensitivity,specificity and consistency of the methods were e-

To establish a method of pyrosequencing for the detection of clarithromycin-resist-
To establish the optimal PCR amplification system by examining the optimum amplification

valuated respectively. 44 clinical specimens were examined to compare the detection rate of this method with
the rapid urease test and the " C breath test. Results The best PCR amplification system was HiFi system,
and the optimum annealing temperature was 59. 8 °C. This method was specific and has a sensitivity of 100
copies/pul., which is 100. 0% consistent with the results of the Sanger sequencing. For the 36 specimens, the
detection rates of rapid urease test and pyrosequencing method was 48. 7% and 81. 1% respectively. The re-
sistance rate was 10. 81%. In 8 specimens, The detection rates of C breath test and pyrosequencing method
was 75.0% and 87. 5% ,respectively, and the consistent rate of positive specimen was 100. 0%. Conclusion
Pyrosequencing has the characteristics of high sensitivity,rapid and semi-quantitative, which provides a new
method for the detection of clarithromycin-resistance and preliminary therapeutic evaluation.

pyrosequencing
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