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Abstract:Objective To detect the expression of DNA methyltransferase 2 (DNMT2) gene in the periph-
The expression of DNMT 2

in the peripheral blood of 60 breast cancer patients (experimental group) and 50 healthy women (control

eral blood of breast cancer patients and analyze its clinical significance. Methods

group) was detected by real-time fluorescent quantitative PCR,and the expression of DNMT 2 protein was de-
tected by Western blot,and the relationship between DNMT 2 and clinical features was analyzed. Results The
expression of DNMT 2 mRNA in peripheral blood was not significantly different between the experimental
group (5.78543.956) and the control group(4. 739+2.359,t=1.642,P =0. 103) ,and there was no signifi-
cant difference in the expression of DNMT 2 protein between the two groups. Conclusion The expression of
DNMT 2 gene and protein in the peripheral blood of breast cancer patients is not obvious.
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