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Abstract:Objective To establish a method for detecting serum HOXA11-AS by real-time fluorescent
quantitative PCR and explore its effect evaluation and prognosis in the diagnosis and treatment of colorectal
cancer. Methods The serum HOXA11-AS levels of 53 newly diagnosed patients with colorectal cancer,16 pa-
tients with colorectal cancer surgery,42 patients with colorectal polyps,20 patients with recurrence or metas-
tasis of colorectal cancer and 40 healthy people were detected by real-time fluorescence quantitative PCR. Re-
sults The HOXA11-AS level of M (P,; — P ,;)of newly diagnosed colorectal cancer patients was 2. 69(1. 69—
3.49) ,which was significantly higher than that of patients with colorectal polyps(z=26. 622, P <0. 05) and
those who were healthy in physical examination(z =6. 535, P <(0. 05). The levels of HOXA11-AS in patients
with recurrence or metastasis of colorectal cancer were significantly higher than those in newly diagnosed colo-
rectal cancer(z=7. 141, P<C0. 05)and patients with colorectal cancer surgery(z =4, 673, P <C0. 05). The ex-
pressions of HOXA11-AS in serum of 16 patients were different, but the overall postoperative showed a down-
ward trend compared with preoperative (t = 3. 666, P = 0. 000). The overall survival rate of patients with
HOXAT11-AS high expression group was significantly lower than that of patients with HOXA11-AS low ex-
pression group(zt =2, 463,P<C0. 05). When the area under receiver operating characteristic curve of newly di-

agnosed patients with colorectal cancer was 0. 867 2,and 1. 495 was set as the critical value, the sensitivity,
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specificity, positive predictive value and negative predictive value of HOXA11-AS were 80. 00%, 83.02%,
82.49% and 85.59% ,respectively. Conclusion Serum HOXA11-AS can be stably and reliably detected by re-

al-time fluorescent quantitative PCR,and can be used as a new molecular diagnostic marker to assist in the di-

agnosis of colorectal cancer,evaluate the treatment effect and evaluate the prognosis.
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