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Abstract: Objective To establish and evaluate the feasibility of a laboratory-built matrix of Trichophyton
rubrum matrix-assisted laser desorption ionization time of flight mass spectrometry (MALDI-TOF MS).
Methods The standard strain of Trichophyton rubrum ATCC 28188 was cultured at 28 °C for 5 d on sepalol
glucose agar (SDA) plate. The protein was extracted by the method of double formic acid sandwich and formic
acid extraction respectively. The protein was extracted by MALDI-TOF MS was used to collect the mass spec-
trum data of standard strains,and two kinds of strain databases of different protein extraction methods were
set up,which were "self-built library of dicarboxylic acid sandwich method" and "self-built Library of formic
acid extraction method". After protein extraction of 21 clinical isolates of Trichophyton rubrum by two meth-
ods,we selected "self built library of dicarboxylic acid sandwich method+ Bruker commercial library"," self
built library of formic acid extraction method+ Bruker commercial library" and "Bruker commercial library"
for mass spectrometry identification,so as to evaluate the identification effect of each database. Results The
score of "self built library of formic acid extraction method+ Bruker commercial library" of 21 clinical isolates

of Trichophyton rubrum was significantly higher than that of the other two groups(P <C0. 05),the matching
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rate was 21/21;there was no significant difference between "Bruker commercial library"and "self built library

of dicarboxylic acid sandwich method+ Bruker commercial library" (P <C0. 05). Conclusion The "self built li-

brary of formic acid extraction method+ Bruker commercial library" by this laboratory has a good ability to i-

dentify Trichophyton rubrum,which is suitable for clinical microbiology laboratory. The database established

by the unified culture conditions with the bacteria to be tested enriches the original database information and

makes the identification of the bacteria to be tested more accurate. The double formic acid sandwich method is

easy to operate, but the effect of protein extraction of Trichophyton rubrum is not good.
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