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Abstract: Objective
mellitus (T1DM) patients and healthy subjects. Methods

To investigate the difference of plasma exosomal proteome between type 1 diabetes
Blood samples were collected from 6 T1DM pa-
tients and 6 healthy subjects. Exosomes were isolated from plasma and protein was extracted. Quantitative a-
nalysis to identify the difference in plasma exosomal protein expression was performed by LC-MS and the re-
sults were analysed with various bioinformatic tools to determine changes in activity features,subcellular lo-
calization and cellular functions of the identified proteins. Results Totally 948 quantifiable protein molecules
were obtained. Among them 37 were up-regulated in T1DM,and 122 were down-regulated. The differentially
expressed proteins were involved in multiple biological processes and clusted on complement and coagulation
cascades, cholesterol metabolism,and salmonella infection signaling pathways. Conclusion The identified exo-
some proteins that are differentially expressed in TIDM may help to demonstrate new molecular mechanisms
or be used as early diagnosis biomarkers for TIDM disease.
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