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Abstract ;

Small regulatory RNA (sRNA), a non-coding RNA, could regulate target messenger RNA

(mRNA) post-trancriptionally by complementary base-pairing with the help of Hfq,or affect the conformation

and function of protein directly by binding to protein. sSRNA plays a key role in regulating many biological

processes,such as carbon metabolism,iron homeostasis, biofilm formation,the virulence,quorum sensing(QS)

etc by adapting the environmental changes. This article could provide help for the further study of sSRNA re-

lated to Pseudomonas aeruginosa by expounding sRNA from following aspects such as the concept,the charac-

teristics,its regulatory mechanism and effect on the biology of bacteria especially Pseudomonas aeruginosa.

sRNA;
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