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Expressions and correlation between MicroRNA-199a-5p and HIF-1a
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Abstract: Objective  To study expression levels of MicroRNA-199a-5p and hypoxia inducible factor
(HIF)-1« in epithelial cells got by bronchoalveolar lavage of patients with chronic obstructive pulmonary dis-
ease(COPD) and analyze correlations between them and stages and severities of disease,and relationship be-
tween them,in order to bring evidences to pathogenesis of disease. Methods A total of 120 patients as COPD
from May 2018 to May 2019 were enrolled,80 cases in stable stage,othre 40 in acute episode,30 of mild class,
60 of moderate class and other 30 of severe class by pulmonary function examanation. Epithelial cells were ob-
tained by alveolar lavage and identified their morphology. Then to detect cell expression levels of MicroRNA-
199a-5p and HIF-1a mRNAs by real-time fluorescence quantitative PCR, analyze differences of MicroRNA-
199a-5p and HIF-1a mRNAs expression in different stages and severities of disease,and relationship between
them. Results The levels of MicroRNA-199a-5p and HIF-1a mRNAs in epithelial cells of acute patients were
both significantly higher than stable patients,they were more in severe patients than moderate patients, mild
patients were the lowest, the difference was statistically significant (P <Z0. 05). It was significantly positive
correlation between MicroRNA-199a-5p and HIF-1a mRNAs levels by Pearson correlation analysis(»=0. 856,
P =0.003). Conclusion The up-regulation of MicroRNA-199a-5p and HIF-1a expressions in epithelial cells of
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COPD patients is closely related to the stage and severity of disease,which may play a synergistic role.
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