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Clinical significance of HMMR expression in liver cancer patients
and its influence on proliferation of liver cancer cell”
HUANG Chenyang' LI Qiang® ,CHENG Bin'®
(1. Department o f Clinical Laboratory s Pudong New Area People’s Hospital s
Shanghai 201200,China ;2. Shanghai Jiao Tong University School of Medicine ,Shanghai 200001,China)
Abstract : Objective To investigate the expression and effect on the proliferation of hyaluronic acid medi-
ates the motion factor receptor(HMMR) in liver cancer tissues,and to clarify its clinical significance of prog-
nosis in liver cancer patients. Methods The information of clinical and gene expression was collected from
GEO database (GSE121248), than screening the different genes via bioinformatics analysis. Clarifying the
effect of screened gene HMMR on proliferation of liver cancer cell through silencing the expression of HMMR
via small interfering RNA. Results The bioinformatics analysis of GSE121248 dataset (liver cancer tissues
verse normal tissues)showed the gene HMMR was highly expressed in liver cancer. The knockdown efficiency
was detected by Western blot and quantitative real-time PCR(z=13.2,P =0. 000 2;¢t=8. 668,P =0.001 0),
after knocking down the expression of HMMR by small interfering RNA. The palate colony formation results
demonstrated that the ability of proliferation of HepG2 silenced the expression of HMMR decreased compared
to control cell(t =22, 3,P=0.004 3,t=16.63,P =8X10°). Finally, we analyzed the effect of HMMR gene
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expression on the prognosis of patients with liver cancer in the KM-plotter database. It was found that the OS

and RFS survival rate of liver cancer patients(OS:n =128 ,RFS:n=110) with high expression of BUBIB gene

was significantly worse than that of patients with liver cancer with low expression of BUBIB gene(OS:n =
236,RFS:7n=206),[OS: HR=2.29(1.62—3.24),P=1.3X10 °,RFS: HR=1.99(1.42—2.78),P=3.5X
10°) . Further analysis founds that the prognosis of liver cancer patients with high expressed HMMR were

correlated with different tumor stage. Conclusion The gene HMMR is high expression in liver cancer tissues

and promoted the liver cancer cell proliferation and is a potential marker in predicting the prognosis in early

stage liver cancer patients.
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