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Abstract ; Objective To analyze the expression of KCNQI and RFX3 in serum and explored its predicative
value in diagnosis of primary gout. Methods From January to December 2018,a total of 86 patients with pri-
mary gout (primary gout group) were collected from the Haizhu district Jianghai street community health
service center,the third affiliated hospital of Guangzhou university of Chinese Medicine,including 31 patients
with acute stage,44 patients with intermittent stage, 11 patients with chronic stage,and 50 patients with a-
symptomatic hyperuricemia(asymptomatic hyperuricemia group). Another 81 patients with no primary gout
symptoms and no hyperuricemia who underwent physical examination at these two medical institutions during
the same period were selected as the control group. Peripheral blood mononuclear cells(PBMC) were extracted
by Ficoll methods. The expressions of KCNQI1 and RFX3 mRNA in PBMC were detected by real-time fluores-
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cence quantitative polymerase chain reaction(qPCR). The differences in levels of KCNQI and RFX3 genes a-
mong each group were statistically analyzed,and the receiver operating characteristic curve(ROC curve) was
drawn to evaluate the diagnostic efficacy of the observed indicators. Results The mRNA expression levels of
KCNQ1 and RFX3 in the primary gout group were significantly lower than those in the control group. The ex-
pression levels of KCNQI and RFX3 mRNA in the primary gout group were significantly lower than those in
the control group,the difference was statistically significant(P<Z0. 05). The expression level of KCNQI mR-
NA in the asymptomatic hyperuricemia group was significantly lower than that in the control group, the
difference was statistically significant(P<C0. 05). The expression level of KCNQI mRNA in the acute stage of
primary gout group was significantly lower than that in the asymptomatic hyperuricemia group,the difference
was statistically significant(P<C0. 05). ROC curve analysis showed that KCNQI was lower than RFX3 in the
diagnosis of primary gout. Conclusion Patients with primary gout and hyperuricemia have low expression of KC-

NQI1 and RFX3. RFX3 is more sensitive to the diagnosis of primary gout than KCNQI1 ,it can be used as a good marker

to predict the positive rate of primary gout.
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M2 (EDTAPUEERE 1 32, THAE 1 32, s T AE bR
D3 20 N BE R PR » 4 1 T 45 25 50 4> 4% 21 i (PB-
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TR AL AR S0 4 1 B M VAR TR L AR S
R KCNQI Al RFX3 3 KK 1 23k, 8 R &
PRI KUY & s L 1 B8 35 I IR B 9 B il . 7 R &
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KR K B B EDY L BRI AR L B &
IR 5 5 R o IR TG i AR R PR TR I RE A G 1Y B JRR
16 A WA S L 7 A4, E A 5 R
2 A, LR BF 58 & Bl SLC2A9. SLC22A11 Al
SLC22A12 J& PH Ty Al e 2k 1 98 48 m 51 5 358 4% M A IR
P22 1M 95 o 2o 2% A DU 2 hn a BR R 1Y) B R . ABCG2,
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