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Abstract: Objective To analyze the genotype and hematological characteristics of aff compound thalasse-
mia, Methods Blood routine and common thalassemia gene mutation were detected in 427 patients with of
compound thalassemia and 989 patients with B-thalassemia in Dehong area in Yunnan. Results A total of 11
mutation types and 38 genotypes were detected in 427 patients with off compound thalassemia. The mutation
types were mainly -o*" and B, the most common genotype was -a” ' /B"”". In the aff compound thalassemia,
mean corpuscular volume (MCV), mean corpuscular hemoglobin (MCH) values in B' /8" thalassemia with
one a globin gene deletion were significantly higher than those in individuals with normal a-globin genotype.
hemoglobin, MCV and MCH values in 87 /B" thalassemia with two or three « globin gene deletion were signifi-
cantly lower than those in individuals with normal a-globin genotype. MCV and MCH values in 8’ /B* thalasse-
mia with three a globin gene deletion were significantly lower than those in individuals with normal a-globin
genotype. Conclusion The off compound thalassemia genotype has regional heterogeneity,and the mutation
spectrum is complex and diverse in Dehong area in Yunnan. The hematological characteristics of «ff compound
thalassemia are related to the mutation types of a and B gene. Patients with o compound thalassemia have a

relatively high probability of giving birth to children with moderate and severe thalassemia, so it is suggested that
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the areas with high incidence of thalassemia pay more attention to the screening of off compound thalassemia.
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