« 1640 - EFARRE¥FE 22 4F7 A% 41 %% 138 Int ] Lab Med,July 2020, Vol. 41,No. 13

551. Chinese population [J]. Clin Rev Allerg Immunol, 2015,
[38] LIP.LU G,WANG L,et al. A rare nonsynonymous vari- 48(12) :316-321

ant in the lipid metabolic gene HELZ2 related to primary [40] QIU F,TANG R,ZUO X,et al. A genome-wide associa-

biliary cirrhosis in Chinese Han [J]. Allerg Asthma Clin tion study identifies six novel risk loci for primary biliary

Immunol,2016,12(4) ;:14-20. cholangitis [ J]. Nat Commun,2017,8(6) :14828-14831.
[39] DONG M,LIJ X,TANG R Q,et al. Multiple genetic va-

riants associated with primary biliary cirrhosis in a Han i B - 2019-12-22 & 181 H #1:2020-02-25)

microRNA E=FA M IREEBFER

FAR GR, IALETFR
ANMAEFREFARZ, @I HA 637000;2. B FHBRRKFEFERENBER/ @4
B 9B B R AR P I A, v AR 610041)

W E.ZRHRIRBERARBEET LR R ETTERBAARRERE TR AR RE G —F IR,
R—F AR, FHREREYFFAGNURBELRE, AL AEAL R LA T AR R EHB8EH05 5,
ZRERBEHFRUEG, MES TEDFHERE MEM S 8 microRNA L IEM B oG Z A LT LBEAER,
WTHBHAAIRBEMEAATHEILZRE, Z XK SR ZHRILRBES P LA HEGE RN X4 mi-
croRNA, EAAL T2 £ Mt & o9 £ 2R IR, 4 52 B R 40 80 18] SR 40, VAR 4 80 L 9L = 1t SURR % 4%
PRI R E B ETE .,

KW =B E; microRNA; MBEH; Ekwaim it

DOI:10. 3969/j. issn. 1673-4130. 2020. 13. 025 FEESES R737.9

NEHS:1673-4130(2020)13-1640-05 X EKFRIRED : A

Role of microRNA in triple negative breast cancer metastasis”
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Abstract: Triple negative breast cancer is a kind of breast cancer with negative expression of estrogen re-
ceptor, progesterone receptor and human epidermal growth factor receptor, which is a type of breast cancer
with unique molecular characteristics and biological behaviors. Because of its late diagnosis,early recurrence,
strong invasiveness and high metastasis,the mortality rate of triple negative breast patients is high. With the
development of molecular biology.a large amount of microRNA has been found to play a role in tumorigenesis
and development. As metastatic process is considered the major cause of cancer-related death, this article re-
views key microRNA with potential clinical value in triple-negative breast cancer metastasis, which are in-
volved in the major regulatory mechanisms of invasive progression, especially epithelial-mesenchymal transi-
tion,in order to provide evidence for early detection of metastasis of triple negative breast cancer and improve
the prognosis of patients.
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