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Abstract : Objective To analyze and compare the positive rates of BRAF V600E gene mutation in paraffin
specimens of the patients with thyroid papillary carcinoma detected by PCR-fluorescent probe method,droplet
digital PCR (ddPCR) method, MassARRAY nucleic acid mass spectrometry method and Sanger sequencing
method. Methods Thirty-five paraffin specimens from the patients with thyroid papillary carcinoma by surgi-
cal resection in 2013 (known BRAF V600E gene mutation positive for all fresh tissues detected by PCR-fluo-
rescent probe method ) were collected. The BRAF V600E gene mutation was detected by the PCR-fluorescent
probe method, ddPCR method, MassARRAY nucleic acid mass spectrometry method and Sanger sequencing
method. Results The positive rates of BRAF V600E gene mutation detected by PCR-fluorescent probe meth-
od,ddPCR method, MassARRAY mass spectrometry method and Sanger sequencing method were 80. 0%
(28/35),94.3%(33/35),74. 3%(26/35) and 60. 0% (21/35) respectively. Conclusion For the paraffin speci-
mens of thyroid papillary carcinoma needing to conduct the retrospective analysis,the ddPCR method is more
suitable for the BRAF V600E gene mutation detection.
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