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Research progress of exosomes in HBV infection-related liver diseases”
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Abstract: Hepatitis B virus (HBV) infection is a serious public health problem in China. HBV infection-
related liver diseases threat the physical and mental health of the human. Early effective diagnosis, treatment
and monitoring are particularly important. More and more studies have shown that exosome-derived miRNAs,
IncRNAs and proteins have been involved in the occurrence, development and prognosis of hepatitis, liver fi-

brosis,and hepatocellular carcinoma caused by HBV infection, which is expected to be a potential biomarker

for the diagnosis,treatment and prognosis evaluation of HBV infection-related liver diseases.
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