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Abstract: Objective To investigate the effect and mechanism of miR-1225-5p on proliferation, migration
and invasion of hepatoma cells. Methods The mRNA expression levels of miR-1225-5p and S100 calcium
binding protein A9 (S100A9) in hepatoma cell lines Huh7 ,MHCC97H and MHCCLMS3 and normal liver cell
line THLE-2 were detected by quantitative real-time PCR (qRT-PCR). The expression of SI00A9 was detec-
ted by Western Blot. miR-1225-5p mimics or small interfering RNA of SI00A9 was transfected to Huh?7 cells,
and tetramethylthiazole blue staining was used to detect the effect of overexpression of miR-1225-5p or down-
regulation of SI00A9 expression on the proliferation of Huh7 cells. Transwell was used to detect the effect of
overexpression of miR-1225-5p or down-regulation of S100A9 expression on the migration and invasion of
Huh?7 cells,and Western Blot was used to detect the effect of overexpression of miR-1225-5p or down-regula-
tion of SIO0A9 expression on the protein expression CyclinD1, p21, p27, matrix metalloproteinase-2 (MMP-
2) s MMP-9,MMP-14. The bioinformatics software was used to predict that the 3'untranslated coding region of
S100A9 contained a nucleotide sequence complementary to miR-1225-5p,and the dual luciferase reporter gene

assay was used to verify the targeting relationship between miR-1225-5p and S100A9. Results Compared with
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THLE-2 in normd liver cells, the expression levels of miR-1225-5p in hepatoma cell lines Huh7, MHCC97H
and MHCCLM3 were decreased,and the differences were statistically significant (P <C0. 05). The expression
levels of SIO0A9 mRNA and S100A9 were increased, and the differences were statistically significant (P <C
0. 05). Overexpression of miR-1225-5p or down-regulation of SI00A9 could inhibit the proliferation, migration
and invasion of Huh7 cells and the protein expression of CyclinD1,MMP-2,MMP-9 and MMP-14 (P <0. 05),
and promote the protein expression of p21 and p27 (P<C0. 05). miR-1225-5p negatively regulated SI00A9 ex-
pression in Huh7 cells,and overexpression of SI00A9 reversed the inhibitory effect of overexpression of miR-
1225-5p on proliferation, migration and invasion of Huh?7 cells. Conclusion Overexpression of miR-1225-5p

may inhibit the proliferation, migration and invasion of hepatoma cells by down-regulating the expression of

S100A9.
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