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Abstract : Objective To explore the diagnostic value of combined detection of long-chain non-coding RNA
Loc344887,GAS5,Linc00152 for non-small cell lung cancer (NSCLC). Methods From December 2015 to De-
cember 2019,90 patients with early stage NSCLC who were admitted to First People's Hospital of Suzhou and
the First Affiliated Hospital of Bengbu Medical College were included in the tumor group,90 patients with be-
nign lung diseases were included in the benign group,and 90 healthy patients were included in the control
group. Real-time fluorescent quantitative PCR was used to detect the relative expression levels of long-chain
non-coding RNAs Loc344887,GAS5 and Linc00152 in the patients’ serum. The relative parameter of receiver
operating characteristic (ROC) curve was used to analyze the diagnostic significance of long-chain non-coding
RNAs Loc344887, GAS5, Linc00152 in early NSCLC. Results The relative expression levels of long-chain
non-coding RNA Loc344887, GAS5 and Linc00152 in the serum of tumor group, benign group and control
group were compared, and the difference was statistically significant (P <C 0. 05). The sensitivity of
Loc344887,GASS5 and Linc00152 levels to distinguish the tumor group from the benign group was 0. 86,0. 87,
0. 87,and the specificity was 0. 85,0. 88,0. 88, respectively. The sensitivity of Loc344887,GAS5 and Linc00152
levels to distinguish the tumor group from the control group was 0.96,0. 94,0. 96, and the specificity was
0.96,0. 85,0. 94, respectively. The sensitivity of the combination of long-chain non-coding RNAs [.oc344887,
GAS5,Linc00152 in serum for early diagnosis of NSCLC was 0. 863, specificity was 0. 926,and accuracy was
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0. 929. Conclusion The relative expression of long-chain non-coding RNAs Loc344887, GAS5, Linc00152 in
serum can be used as potential markers of early NSCLC.
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