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Abstract : Objective To investigate the prevalence of 8 subtypes of the mcr gene in bacteria from different
sources of clinical samples and the drug sensitivity of positive strains. Methods The PCR was applied to de-
tect 8 subtypes of the mcr gene and the carbapenemase gene of the mcr-positive strain in 128 colistin-resistant
strains isolated from fecal samples and 130 carbapenem-resistant strains isolated from clinically infected sam-
ples,and the sequence of positive amplification products was analyzed. The mcr-positive strains were identified
by mass spectrometry and the drug sensitivity was analyzed. The plasmid transfer assay was performed to ver-
ify the transfer of mcr gene. PCR was used to type the plasmids and detect the presence of 12 virulence-related
genes. Results No mcr2,mer3, merd, mer5, mer6, mer7,and mer8 gene was found in 128 strains of colistin-re-
sistance. None of the mcr2,mer3, merd, mer5, mer6, mer7,and mer8 gene was found in 130 clinical samples of
carbapenem-resistance. The mcrl-positive strain of carbapenem-resistance did not carry the carbapenemase
gene,and its result of the antibiotic susceptibility test showed that it was intermediate to colistin. It was gen-
erally resistant to the drugs of sulfonamides, quinolones, carbon Penicillins, cephalosporins and so on. It also
produced ESBLs. The mcrl-carrying isolate could transfer the mcrl gene to the recipient strains successfully.
6 types of incompatibility plasmids and 3 types of virulence-related genes were detected in mcrl-carrying iso-

lates. Conclusion There is a certain prevalence of mcrl in the gut bacteria-resistant strains and the clinical
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carbapenem-resistant strains,and the prevalence of the remaining 7 types of mecr gene is still low. This paper

provides the clinical basis to study the relationship between the mcr gene with ESBLs and carbapenemase.
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MCR-1R TCGGCAAATTGCGCTTTTGGC

MCR-2F GATGGCGGTCTATCCTGTAT 379

MCR-2R AAGGCTGACACCCCATGTCAT
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