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B E-
IncRNA TUG1 #1 PCAT-1 Riz/KkEE S L% H
SEEMENXAEREZHNEST

W, R, 0 g
AT AL R HRER R PO B IR Ak WA — 9B K, AT AL HRER 056001

W OE.BH HiT k4% RNA(nRNA) F 88 AL R 1(TUGD a7l IR A0 £ 4 % = 4 1
(PCAT-DESEZHEHBMM B hF P AL KFREREH X R FRTELHME, Fik &R
2013 41 A 22016 % 11 A TiZRAER % 7769 MM &% 90 #14E A MM 28, 5 & 5K 90 4] 4 Bk 46 % 4 4 3 1%
21, KA EHEKZ S PCR &M fiF IncRNA TUGI A= PCAT-1 # & ik K F ;5 # IncRNA TUG1 4= PCAT-
1 8RR KF Ll RABBAFAEG £ £ ;24 IncRNA TUGL #2 PCAT-1 #9 k2 K-F5 MM & % FG 0 % ;%
B COX RFew 2R 54 %m0 & 5 G 0 A B & 4 0 X F THEFHAEROC) W & 54 TUGL #= PCAT-1
s MM #45 B ML, 8 MM 4% %6 ik IncRNA TUGL ## PCAT-1 Ak K -F & F 2 B4 (P<0.05);
IncRNA TUG] & &AM 548k k28 IncRNA PCAT-1 F kXA 5K kA B F# B, MEKEG M Ca® KT
F a2 F YA % FE L (P<<0.05);IncRNA TUGI & &% 4 3 4§ 4 4 £4& T IncRNA TUGI & & &
21(P<0. 05),IncRNA PCAT-1 & & A 41 3 4 4 & F/LF IncRNA PCAT-1 & kx4 (P<<0.05), $ A%
COX M w ja A 547 2, F B K B, MK KR A K FE G . IncRNA TUGI & &k f» PCAT-1 R &E2ZF
h MM & &G 6 A% B & (P<|0.05), & IncRNA TUG] #9w & F @4 0. 777(95% CI:0. 704~
0.850) ; f2 7 IncRNA PCAT-1 89 ¥ & F @42 4 0. 648(95%CI:0. 566~0.729), it fiF IncRNA TUGI
F2 PCAT-1 £ MM & # ¥ & &i% . IncRNA TUGL #8544 ¥ MM 8 #1845 F IncRNA PCAT-1, f2 7% IncRNA
TUG]1 #= PCAT-1 £ K-F 5 MM & F s+ %,
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Relationship between expression levels of serum long-chain non-coding RNA
TUGI1 and PCAT-1 with prognosis in multiple myeloma and its diagnostic value analysis”
HE Guangiang .GUO Min ,SUO Xiaohui .L.LI1IU Hongfeng
First Department of Hematology s Handan Municipal Central Hospital , Handan » Hebei 056001,China

Abstract:Objective To investigate the expression levels of long-chain non-coding RNA (IncRNA) tau-
rine up-regulated gene 1 (TUG1) and prostate cancer-associated transcript 1 (PCAT-1) in the serum of the
patients with multiple myeloma (MM) and their relationship with the prognosis,and to investigate their diag-
nostic value. Methods Ninety patients with MM hospitalized in this hospital from January 2013 to November
2016 were selected as the MM group and other 90 people undergoing the healthy physical examination were
selected as the control group. The real-time fluorescent quantitative PCR was used to detect the expression of
serum IncRNA TUG1 and PCAT-1. The relationship between the expression levels of IncRNA TUGI1 and
PCAT-1 with clinicopathological characteristics was analyzed. The relationship between the expression levels
of IncRNA TUGI1 and PCAT-1 with the prognosis in the patients with MM was analyzed. The COX risk re-
gression model was adopted to analyze the risk factors affecting the prognosis of the patients;the receiver op-
erating characteristic (ROC) curve was used to analyze the value of IncRNA TUGI and PCAT-1 in the diag-
nosis of MM. Results The expression levels of serum IncRNA TUGI and PCAT-1 in the MM group were
higher than those in the control group (P<C0. 05). There were statistical differences in the age,f3, microglobu-

*  EEDA At HEEs iR BR BRI (1623208068ZC)
EZE A 2E, B R AR E N, 2R MR RS SITI.
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lin and Ca®" levels between the IncRNA TUGI high expression group and low expression group,between the
IncRNA PCAT-1 high expression group and low expression group (P<Z0. 05). The 3-year survival rate in the
IncRNA TUGI high expression group was lower than that in the IncRNA TUGI low expression group (P <<
0.05),and the 3-year survival in the IncRNA PCAT-1 high expression group was lower than the IncRNA
PCAT-1 low expression group (P<C0.05). The multivariate COX risk regression model analysis showed that
older age,high B, microglobulin level,IncRNA TUGI high expression and PCAT-1 high expression were the
risk factors affecting the prognosis of MM patients. The area under the ROC curve of serum IncRNA TUGI1
was 0.777 (95%CI :0.704—0.850) ;which of incRNA PCAT-1 was 0. 648 (95%CI :0.566—0. 729). Conclu-
sion The serum IncRNA TUGI1 and PCAT-1 are highly expressed in the patients with MM. The value of In-
cRNA TUGI in assisting the diagnosis of MM is better than IncRNA PCAT-1. Serum IncRNA TUGI and

PCAT-1 expression levels are correlated with the prognosis of MM patients.

Key words: multiple myelomaj
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22 kB B R (VIVD) 2 LB 5 242 40 iR S0 v 348 8
R A5 A R IR L T I TR R G A o v HE
B 10%H . MM FE TR 5 [ K &R KA R
6.5/10 J7, LLEFE AR £, R E MM 19 & 7 RAILF
PO EZE .40 1.0/10 TP . BARITAE R MM 14
57 07 R WAL G2 ALY K& R B HE ) 25 W3R 97 . (H MM AR
H A HAAE RA IR 5 AR A AE RN 46, 6%,
L A S AR E Y R R B MM, G ek R
HEWEHATAEZENIGRE L, KeEdEHS RNA
(IncRNA) J& — B &I K R T 200 S8 BRI
FB IS 5 g B 1, {0 B 5 k3L AT
SRR M RIE, S 5K M & Fh A 23S g, B
S5 TR R R A R RS, I 5 MOR R s
FYIA T, EABIIE BN IncRNA 1 22 F it 3 5
HHMmE T RESREIFSMBERENHG A
KL H Z B IneRNA 5 MM 1Y % 5 %8 1 1 6,
IncRNA A4 iR FE LR 1(TUGL) #l IncRNA Hij )
BRI A CHE SR 1L (PCAT-D RAERBE RN S S T
Z R Bh IR 4 35 MM g B A B AR R R
MM B B UG A i ARG, R, A BF 52 38 1 4G
MW MM #3% m3 IncRNA TUG1 #1 PCAT-1 ) %3k
K 3T IneRNA TUGL Hl PCAT-1 £ MM {4k
FH I B 2 MM TS (952 00, BLARGE a0 F .
1 #ER5RA%
1.1 — %k $EEL20134F 1 A E 2016 £ 11 AF
ABEAEBEIRIT ) MM B 90 #il/E 8 MM 41, &3
P56 I 12 W B 97 /AR DS i MM 1 42 B b
WELH o B 51 B, 4 39 Bl AR 41 ~78 B, F
(60. 14£18. 74) % ;44 B8 3¢ [ 1L 806 2% 2= [ B 43 01 %
GLASSH 4k T~ 1030 50 1, T #1 40 fil; 42 18 M
EHZEAR N 1gG AL 35 4], 1gD AU 32 fi], IgA #Y 18
B sk AL 5 B, A AFRIE . (D FF S MM 12 Wi br
WE 5 (2) 95 D7 8 L 58 2L, FRE A Be i 2 R A7 i Y AR A
i AL MR 28 R S G SRR A s (3) AR I <80 %
(DO FIFT VCD IR A oK + FRBE I Jie + b S K W) 7 %6

long-chain non-coding RNA;

taurine up-regulated gene 1; prostate

BT HEBRARME: CDWR Py B8RSk = B3 (O G I H
il fifgeg 0 BB 5 (3) ABE AT E &3 Z M IR IT AR
CARE Mg SR AT o 38 IO Tm) S0 A I AR A o ft R A A
H 90 BIAE okt Bl ot 5549 B, 2o A1 i) AR S
41~76 %, FH1(61.46415.53)% , MM 4 X} BE 4
WFFEXT G 9 P 0 R4 S L 38, 2 R BG4 L (P>
0.05) , AR bk, AP ZE NSO HEARDTS,
B w2 ¥ A R & S B ME R E S .

1.2 Fik

1.2.1 IMBEFRARE MMAEBEET AR Y HIEE
FHEREF NI 5 mL, XA TIHRE S HE RS E
RAEFNKIN 5 mL, FEE 30 min, & # 2O PR
A 2 4 °C F B I 5 B9 I R 7 2 AL BL 3 000
r/min B0 10 min, 5.0 56 58 )5 8 1007 54 58 20 10 5
L A g 5 A R T — 80 °C MK iR UK A
A7

1.2.2  SERPZE%6E 2 PCR L1 IncRNA TUGI
M PCAT-1 M FiEAKF i TRIzol i 7] (3£
Ambion 23 &) $EHUML7E H A9 8 RNA LM & RNA /K-
Al Bl G ] Takara PSSR F &% RNA 5
T cDNA, # I8 Takara SZHf 2% %6 2 & PCR {5 &
VLA 1 #4752 28 i PCRL VAR & (10,0 pl) -
cDNA 0.2 pL,1E[ 547 (10. 0 pmo/L) 0.5 pl, 2[4
5147 (10. 0 pmo/L) 0.5 pL,ROXI (50X) 0.2 plL,
SYBR (2X) 5.0 pl,RNase free water 3.6 pl, 3£
B 28 it PCR R & #A8PE 95 °C .5 min; HE
PEF (40 )94 °C,30 s—>55 C,30 s—>72 °C,30 s; &
4k 72 °C,1 min. IncRNA TUGIL iF [ 5] #.5'-
AATGGCATGAACCTGGGAGGCG -3"; Kz [ 51 ¥y 5'-
GGCTTTGGGAAGTGCTTTGGAG-3';IncRNA PCAT-1
EEIH .5 -GAGAGCTGACATAGGCACCC -3 ; )2 7] 5]
H1.5'-TCTC CACTGGTGTTCATGGC-3'; GAPDH iF [i]
5191 :5-TGATGACATCAAGAAGGTGGTG AAG-3'; /%
514 .5 -TCCTT GGAGGCCATGTGGGCCAT -3,
1.2.3 IR RS WE MM BE M5
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ISS 43 .M B (A, DA B, TR E 1 .C & H
K4 R, AR5 MM B #E IncRNA TUG1 Al
PCAT-1 RiKAKF B8 K MM H B35 730 In-
cRNA TUGI & #ik4H (41 #) . IncRNA TUGI k%
JREH (49 ), LL M IncRNA PCAT-1 /& %3k 4 (37
%) . IncRNA PCAT-1 R F k4 (53 #i) ., 4l MM
S 0 I A BRARRAE , A B SR AR IR 3 <65 & =
65 %, B, WMERKE AN <<3.5 pg/mL Ml =3.5
pg/mL,C N 5 <<5. 8 mg/L fl=5. 8 mg/L.,
MELE H 2 0 <<110 g/L f1=110 g/L.aG&E H 5 <
35 g/L f1=35 g/L, FLIM M A W53 <170 U/L 1=
170 U/L,Ca*" 43 <{10 mg/dL F1>>10 mg/dL.$& 1
ST TIESE .

1.2.4 KitF MM B3 HBi)s & PRI T 1 R Kb
Ui, BB E] R 3 4F, B U5 AR H W Sh 2019 4F 12 A
30 H R HUE R U s & TR DT . 90 5% BB I A7 T
1 0

1.3 Gt Aab# fli il SPSS22. 0 45 3t B 4 Al
Graphpad Prism7. 0 #1780 70 B AR IR, 314K
PRI LB R SR Fon L AL E] AR T X RS, T
TR &£ Fon AR R ¢ %, RAARHE
ENZFE COX KUK M IF A 43§ 5 i MM &
s Rfak 2 . Sk H A2 E TAERRE (ROC) il 28
A TUGL #1 PCAT-1 %F MM 2 i i, AP <<
0.05 AESFAZITFEE L,

2 % S

2.1 WM IncRNA TUGI #l PCAT-1 %3k K
P MM 4B E I IncRNA TUGL Al
PCAT-1 FikK V- TX A, Z R A5 EE X
(P<<0.05), W1,

*x1 MWAME TUGL # PCAT-1 IR EKFELLE (= £5)

20 51 n IncRNA TUG1 IncRNA PCAT-1
MM 4 90 1.8340.63 2.79+0.76
XA 90 1.0740. 35 1.0240.53

t 10. 004 18.123

P <<0. 001 <0. 001

2.2 MM ## IncRNA TUGI1 fil PCAT-1 i ik K
Il ARG EARE A R IneRNA TUGT B £k 4
Al IneRNA TUG] fI% &3k 4 9 45 % L B, fER 8 H M
Ca” " KF . ZRHFEITFE X (P<<0.05),H4l
FEPE R ISS 001 M B 2R, UL K C & L
IR ERERA LR KV 7 AR, 25 R RS
T2 X (P >>0.05); IncRNA PCAT-1 55 % ik 4
IncRNA PCAT-1 R £ B A F .3, MERE A
Ca” K, ZRAGI¥E X (P<<0.05) ., H4
TEVER] 1SS 4330 M 2 (28 A, DL & C 2B H L i
CLER 1T AR M LR G AU KO T R, 22
GiiteE (P >0.05), W# 2,

x2 MM £ £ IncRNA TUGL # PCAT-1 WRZBEREGKRFEFMTENXR

IncRNA TUG1

IncRNA PCAT-1

i ! FREEAG=1D  AKFAEA (n=19) P FEEAn=3D  KFIEA (n=53) X P
PE5
7 51 23 28 0.012  0.921 20 31 0.175  0.676
X« 39 18 21 17 22
AR
<65 % 60 22 38 5734 0.017 19 41 6.632  0.010
=65 % 30 19 11 18 12
1SS 40
I~114 50 20 30 1403 0.237 23 27 L111  0.292
1163 40 21 19 14 26
M & A
IgG 35 16 19 0.472  0.925 15 20 1234 0.745
IgD 32 14 18 13 19
TgA 7 18 8 10 6 12
BREER 5 3 2 3 2
B, EkEA
<3.5 pg/mL 44 15 29 4562 0.033 12 32 6.810  0.001
=3.5 pg/mL 46 26 20 25 21
C RN
<5.8 mg/L 59 28 31 0.2 0.617 28 31 2.850  0.091
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gk 2 MM E%F IncRNA TUG1 1 PCAT-1 ERZBERSKKFEBEBMLHX R

) IncRNA TUGI IncRNA PCAT-1

iH n

BRBHG=1D  EFKEL (=19 X* p FRBAHG=3D KK ELL(=53) x* P

=5.8 mg/L 31 13 18 9 22

MR
<110 g/L o4 24 30 0.067  0.796 25 29 1.499  0.221
=110 g/L 36 17 19 12 24

WEHA
<35 g/L 53 26 27 0.637  0.425 23 30 0.278  0.598
=35 g/L 37 15 22 14 23

FLERI A
<170 U/L 49 21 28 0.316  0.574 19 30 0.242  0.623
=170 U/L 41 20 21 18 23

C€12+
<10 mg/dL 63 24 39 4.712  0.030 21 42 5.247  0.022
=10 mg/dL 27 17 10 16 11

2.3 IncRNA TUGIL il PCAT-1 i FikKF 5 MM TUGL.PCAT-1 %ik/K V5 MM B # HiJE A 5 (P <

BEWGRER  BEV 3 45, B U7 72 o oK Bk U
B EAE B 54 1, A A7 60, 00% , Hift In-
cRNA TUGI &= RBA M EAFNECH 18 6, A fF %
J43.90% (18/41) , B BAL T IncRNA TUGI ik ik
B 73, 47% (36/49), 2R A G i FE L (X°
8.131,P =0. 004); IncRNA PCAT-1 {5 %54 94
TENBCH 17 ), A7 N 45,95 % (17/37) B B AR T
PCAT-1 fRFILA M 69. 81 % (37/53) . Z R H G it
BYX(X*=5.171,P=0.023),

PAHAE B MM B 3 4F WP 9 A 1715 0 (7305
0;3ET-: 1), AAS & WLER 3, B R COX UK [m] 1 A5 7
b 4 R BN AR L Ca LB, ER B AL IneRNA

0.05), H ZHE COX KUK [ 94 7, B A5 - [7]
LoERE RSN P AR Ca® B, ERE AL In-
cRNA TUGI.PCAT-1 KK FHAZKHZE COX A
W Il U A TR O 3% S R AR B E AT A 2L B A R
A, 3 AT RAE (AE i =65 % =1,<<65 % =0;
B, MEREH =3.5 pg/mlL=1,<3.5 pg/mlL=0;
Ca’" =10 mg/dL =1, <10 mg/dL = 0; IncRNA
TUGI1 1 PCAT-1 @FEk=1.KEXL=0 . . HEFR
AT B AR R B (P <<0. 05) MBI (P>>0.10),
SR WIR AR B K B, kR MK M L IncRNA
TUG]1 FFRIEM PCAT-1 mFRIEEEM MM B H M

J& B FE K R 2 (P <<0. 05), L3 3,

x3 MM B2 &G E RN COX XK B &5

B2 COX R 1] I 455 5 Z N2 COX KU (] ) 45 7
HE HR 95%CI P HR 95%CI P
P 1.073 0.821~1.121 0.251 — — —
R 1. 448 1.352~1.819 0.021 3.015 2.358~3. 841 0.013
1SS 4+ 1.105 0.813~1.502 0.619 — — —
M BT 1.323 0.734~1. 894 0. 362 — — —
B, WERE A 2.193 1.541~2.725 <<0. 001 1.174 1.025~1. 262 <20. 001
C I pi A 1.325 0.572~1. 942 0. 207 — — —
IfiL £1. 2 0.916 0.354~2.019 0.683 — — —
HEM 1.575 0.775~2. 041 0.104 — — —
LR B A 1.359 0.974~1.638 0. 206 — — —
Ca®" 2.362 1.271~3. 304 <<0. 001 0. 093 0.064~0.132 0. 084
IncRNA TUG1 1.415 1.157~1.635 0.011 1.472 1.284~1.585 0.028
IncRNA PCAT-1 2.416 1.872~3. 694 <<0.001 2.152 1.947~2.584 0.032

TE HR R L s —RoR TEB
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2.4 IncRNA TUGI #l PCAT-1 %} MM H # 1912
M R H ROC i £& 45 7 IncRNA TUG1 A
PCAT-1 X MM & M2 Wit (. & 1 B s, i i
IncRNA TUG1 #i & F m #L o~ 0. 777 (95% CI .
0.704~0. 850) , e AE G FE N 1. 88, 7 H{ B Al RE 5 i
Sy 81, 11 % M 77, 78 % 5 1l ¥E IncRNA PCAT-1 iff
LR HE A K 0. 648(95%CI:0. 566~0. 729) , fx 1F: Il
FHE N 2. 92, 8 AR E 4 B 61, 11% Al
67.78% .

— TUG1
- BEH

00 02 04 06 08 1.0
B 1HERE
AN TUGL; B PCAT-1,
A1 TUG1 1 PCAT-1 2t MM B ROC #i &

3 i3+ i

MM J& MLV 58 58 L 1) — Ff oW g, B RIS vk
SERVA, T HERRIE, K28 E Y H
DIREAS A 5 B SR R ATk st i2 . R 5 ik ie,
i BRI T AL, R MM A AR T S
JEH L AN MM S A L LR 1 Ot R
ErRER, A RAERNEN MM B EEFRE
K. R AERR IR X 2 L xE MM R A
AIE T FE A T EEAIGIKE L, IncRNA
AL T & ¥ T R Y Th e A BF R B R In-
cRNA 25 T b /Y B A B 72 L T RUAE S Bb g 19
P, ARBFSE & B, MM 41 3 I IneRNA
TUGL il PCAT-1 kK T X AL 278 TUGL
I PCAT-1 Al 625 T MM [ LA B 72

IncRNA TUG1 & —1K % 7.1 kb 1) RNA K
B fe) A B HL 32 B A A I i L 20 b R Gk L Bl
WFSE IR A 2 BLE 16 R & b i B Rk Rt
ISIN 2 BE5E T 5 A A A IneRNA L &% B LA In-
cRNA TUG1 FiE/KF7E MM B3 b B & T Rk
XFRRFE , AR 45 R — 3, R IncRNA TUGL
FWERKAEES MM k£, kK EBAE X, R In-
cRNA TUGI 7] G822 Wi MM 1Y — F 5 22 19 2 W) b
Y. AT ROC B2 7 & B, L7 IncRNA

TUGL Wi £k Fm A A 0. 777 (95% CI: 0. 704 ~
0. 850) , Fe G B A 1. 88, 7 B REE A4 S B 4% 51y
81. 11 %M1 77. 78 % . KM IML#E IncRNA TUGI 7E12 b
MM A HAT 55 8 B 0 (8. o] DL DR B B2 W MM, —
W92 Bon . IncRNA TUGL fE 5 ZMEAME E S
&2 5B G ZE AW AT LA h 240 9 5L 1A
OIS B XL A HE iR B % 2 L e R B R8T itk A
IncRNA TUG1 #£ 7] DL i3 # Wnt/B-catenin, 5 4k
4 K P F-BCTGFE-B) Fl Notch 45 22 415 5 i [ A2 3k i
T & S U T B BRI A R o — g
SR IncRNA TUGT 9 2 35 7K - 5 H 5 I B B 4
IEZ B 18 5 2R AT AS B A, AS BF 5% & 3 MM AR 1L
IncRNA TUGI Rk KF5 8 H 1B, ek &
F1.Ca® KP4 G, 42 7R & % L s B Mok 2 11 &
Ca’ KA BB E A S BB IncRNA TUGI &%
ko RFFRHE—L 0 T AFEIME IncRNA TUGI
BT EHEWBEE, KB IncRNA TUGI &%
KA 3 AR FIET IncRNA TUGL KR k4,
HHZHZE COX K T8 43 #r 45 5 5K, In-
cRNA TUGI @& ik MM B3 W5 1) &k H
LR IneRNA TUGT #2519 5038 TS 38 22 L 1
BT R S Ak IncRNA TUGL & #£i5 MM &
BIIRIT R g S .

IncRNA PCAT-1 & £ 8 ik 55 52 1 41) B 96 1) B0
R F-, AT LI 5 i 98 4 i 7 388 B 0 52 Ak o Y AR
P 7 22 Fh R L 40 b 2 2k B Ot L AR BF ST
s MM 41 IncRNA PCAT-1 %35 7K F B B &5 F % 1g
4, FZWIMTE IncRNA PCAT-1 38 £A T GEH MM
B &R EA 2 4278 InecRNA PCAT-1 Al fEth 212
Wr MM () —F B Z A E YR EY . ROC &k
L, M7 IncRNA PCAT-1 ik F i LA 0. 648(95%
CI:0.566~0.729) , e fE G FHE R 2. 92, RAEE A4k
SRRk 61, 11% #1167, 78 % . L B L3 PCAT-1
FH Ok 2 Bhiz W MM 940 (8 401G, HG SR B0 AN ke S5 8 34
i F IncRNA TUG1, #5875~ IncRNA PCAT-1
W) T4 PHLPP/FKBP51/IKKa & & WG AKT
M NF-«B 15 5 @ & {2 ok /i 51 8 08 0 & B,
HUANG %5 31 5% % B0, IncRNA PCAT-1 1] LJ i 45
R L B N R g R N B v B U\ /X NS
AR 45 B IR 41 Af 5 20 MO 34 4 . {5 IncRNA PCAT-
1 EHEN FRERMEHE MM &4 i — 25
W ARBFEE R, M PCAT-1 1 £ kK V5 8%
BIAERE B, MERE IR Ca® " K FM L, AR ER .-
M35 B, fEREE 11 R W L Ca™" KB E AL BB
IncRNA PCAT-1 &Rk, #F— LA F M n-
cRNA PCAT-1 kK FEBHE MBI, & In-
cRNA PCAT-1 & £ EH 3 FEEGFREEFEMT In-
cRNA PCAT-1 iR R4, I HZ HE COX KK [
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PR R 45 3 7R, IncRNA PCAT-1 & £k 25
M MM 8 fs i ek & L #8278 PCAT-1 &R iE W
BE PG 22 . B 2SS Y7 Or . ol 3 /R 3 1 B A7
Jpigign

IncRNA TUG1 F1 PCAT-1 £ MM R # & 3
i5, A LA ok Bl BY 2 B MM, IneRNA TUG1 Al
PCAT-1 @RIk 0y BE Tl J5 38 22 Ry b v, e
R BEBREMEIT TR W EREETE. IncRNA
TUGI #1 PCAT-1 76 MM 2 # v (0 4 I HL A 15 ik
— I,

&%k
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