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Research progress of exosomal IncRNA in tumor”
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University s Shanghai 200065, China
Abstract : Exosomes are the star molecules in liquid biopsies of tumors that circulate throughout the body
as "cell communication" messengers. With the in-depth study of long noncoding RNA (IncRNA) by scien-
tists,IncRNA plays a role in epigenetic modification, transcriptional regulation and post-transcriptional regula-
tion. In the process of tumorigenesis and development, exosomal IncRNA plays a role in changing the tumor
microenvironment, mediating the proliferation, metastasis and drug resistance of tumor cells, promoting angio-
genesis and mediating hypoxia signals, and has a broad prospect in tumor diagnosis, efficacy monitoring and
prognosis assessment. This paper will summarize the regulatory role of exosome IncRNA in tumor genesis and
development,and summarize the clinical application value of exosomal IncRNA in tumor diagnosis.
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