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Abstract:Objective To investigate the effect of siRNA interference on the gene expression profile of hu-
man colorectal adenocarcinoma cell line by inhibiting the expression of ARDI1. Methods The liposomes were
used to transfect the selected siRNA that effectively silenced ARD1 into SW620 and HCT-8 cells. The total
RNA of the two cells was extracted and the gene was detected by Agilent human gene expression profile chip
Changes in expression profiles. Results Compared with the negative control group,21 genes were up-regula-
ted more than 2 times and 15 genes were down-regulated more than 2 times. Conclusion Human colorectal

adenocarcinoma cell line ARDI is obviously different gene expression profiles before and after silencing, and

ARDI plays a role of proto-oncogene to promote the initiation and development of colorectal cancer.
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