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Long non-coding RNA TTN-AS1 regulates p3SMAPK through miR-3928 to promote cervical cancer progression
LIU Xiaojuan s XIE Shuangshuang s ZHANG Jing .\KANG Yanhua”
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Zhangjiakou s Hebei 075002 ,China
To explore the mechanism by which LncRNA TTN-ASI1 regulates p38MAPK to pro-
To analyze the relationship between TTN-ASI

Abstract : Objective
mote cervical cancer progression through miR-3928. Methods
and MAPK14 levels in cervical cancer patients in the TCGA database and patient survival. The dual luciferase
report verified the targeting relationship. A cell model of miR-3928 and/or TTN-AS1 overexpression was con-
structed by transfecting mimic and TTN-ASI to analyze its effect on cell biological behavior. Results Cervical
cancer patients with high levels of TTN-AS1 had a shorter progression-free survival (P<C0. 05). The level of
TTN-AS1 was positively correlated with the transcription level of MAPK14 (+=0.320,P<C0.05). TTN-ASI1
promotes the expression of p38MAPK by inhibiting miR-3928,and promotes proliferation, migration,invasion
and inhibits apoptosis. Conclusion  TTN-AS1 can directly target miR-3928 to up-regulate the level of

p38MAPK to promote cervical cancer.
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(Bio-Rad 2~ &), EED ,
1.2 AEWIEB¥ b st THMIE GEPIA 4047
i gga & DR 4 P13 ( TCGAD 09 8 ) 5 3508 & TTN-
AS1 /K55 S b A RS MAPK14 K2 (8]
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W, WL 1,
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TG 1 TR, A Mg TR AL T AL, 2 7 A %
T2F 3 L (P<<0. 05) . 3F H mimic+ TTN-AS1 4 ) 40
M3E H & T mimic 41, 00008 T2 R K T mimic 41, 2
SHEGHFE L (P<<0.05), iF#ik TTN-ASI £ [H
Wr miR-3928 i 21 Mg AE A< A% 41 il /B FH A0 98 1 1) 42

fER, W3 2./ 3,
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215 LRSI IRE] TR OO
X R4 100.004+1.78 5.204+0.16
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AR TR A5 L 2018 4F 5 SR B BB 569 847 fl, Y. AHFSE WU 3F 56 9E T miR-3928 A 45 $t [i]
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MR, R S EBN S FOLH 2~ FFH IR Rt s i & AR g R R %
p38MAPK H M £ 5 &2 F miRNA B 35, 8 TTN-AS1 & B % # # miR-3928 9 /K °F, & it
miR-374b Al L Wl p38MAPK #ill il & S ALY p3SMAPK A9 & ik, I B F miR-3928 X%f p38MAPK
BAFIF SR T . HE SV 4 R Bon AJER BMEIfEA . a3 Rk miR-3928 WA WK T 40 M TS h
01 PN B AH A R S RE ) B TR AR miR-3928 KO FIAHMERZERE ). I TTN-AS] Ge68 b5 241 il 3% ) Fn
A 32 78 miR-3928 HLAT Ml 40 M 0 7 A9 /R . dNARRZERE 0 I an i T, a3 2R 3A TTN-AS1 &
XTA %15 % B 41 21 Fh miR-3928 (9 F kK5l @ BHET miR-3928 XF 40 M £k 4 | 4= 28 1 3 il 75 Jl A
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Xt 4 i 98 T R 4R AR . FU DY B 5T B oR TTN-
AS1 W] 53 48 5 #1 #] miR-134-5p {3 MBTDI1 14 3%
TR FEAN B PR 9 A0 U T R SRR 2, JTA A
K TTN-ASL A 3@ 1 #2 [7] miR-142-5p/CDK5 fi¢ #
it 96 40 BEL 1 TR B RIR 28 . AR 9% 45 R BN 7E B S
f, TTN-AST 3 i3 48 ) miR-3928 12 ¥E 40 i 4= K F1 47
2 MmE T,

ZE I Tk . miR-3928 #L [ #1l il p38MAPK fY 3%
ik, TTN-AS1 #] i i H #% 8 ] miR-3928 I 4
p38MAPK f 7K 3F-, TTN-ASI i@ o 4 [ 9% % miR-
3928/p38MAPK & # CasKi 40 g i 4 5 A1 42 22 340
HIHT-. 2F TTN-AS1 il miR-3928 78 5 i B &
TG PR B A A3 i — 2B 58, 6T TTN-ASL fil
miR-3928 i@ d p38MAPK &7 ‘& 35 Ja JF & A4/ H i
fritt— 2 IR 5T .
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