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Abstract: Objective To investigate the application value of super-amplification refractory mutation sys-
tem (super-ARMS PCR) and droplet digital PCR (ddPCR) in detecting T790M mutation of epidermal growth
factor receptor (EGFR) gene in circulating tumor DNA (ctDNA) of patients with advanced lung adenocarci-
noma after treatment with epidermal growth factor receptor inhibitor (EGFR-TKI). Methods A total of 124
patients with drug resistance after EGFR-TKI treatment were used to detect the T790M mutation by Super-
ARMS PCR and ddPCR respectively. The detection rate of the two methods, the duration of medication and
the correlation of mutation abundance were compared. Results A total of 51 cases of T790M mutation were
detected by the two methods. The diagnosis results were consistent, Kappa=10. 756; the positive coincidence
rate of the two methods was 74. 00% . the negative coincidence rate was 98. 65% ,and the total coincidence rate
was 88.71%. The T790M mutation rate detected by the Super-ARMS PCR method in patients with medica-
tion for more than one year was higher than that of patients with medication for less than one year (P <<
0.05). The range of mutation abundance detected by ddPCR method was 0. 01% —68. 10%. Conclusion The
two methods have high consistency in the detection of T790M mutation in patients with advanced lung adeno-
carcinoma after EGFR-TKI treatment. The ddPCR method is more sensitive and can provide information on
mutation abundance.
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pL:2.5 pL P-EGFR W ,67.5 pL FEIFEfh 52 pL
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Jrik ke I 45 R — 2 M B 4 (Kappa = 0. 756, P <<
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1) H % % H Super-rARMS PCR 3 # l T790M %8 7%
Pk RS THZ/NT 12 DA EE (P<0.01),
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