. 928 - ErABEF4%5 2021 F£4 A% 42 %% 8 Int ] Lab Med, April 2021, Vol. 42,No. 8

&
ANE M miR-34a.SIRT1 mRNA RizZKESE2MHOAER EHF PCI
AREBEBRIBEKERBERIHE XM

kR, EEET TR HAK
A KRR FTE —EMR .1 s RwA; 2. Ea E A, AL HRER 056000

B OE.BHE HdaHsEe(AMD & F 2 2 BRSNS T (PCD R B 58 A f## )» RNA-34a
(miR-34a) L %42 B A F A F 1 454 RNA(SIRT1I mRNA) R & K-F 5 K3 bk LA Lo %%,
Fik ‘I 20186 A E 2020 F 4 AAEZRERE &M ST Bi65 A SR LIT PCL Ry & 106 Hl4FH
BER A R A RS m B RS BRiE Y TIMI 5% 5 A K B R MA 44 4] Fo B2 40 62 4] ; B £ IRF Ak 1 &
JB 124 BIAE A 3R, PT A %R K 3 B i A IS AR M, R A 8k £ % PCR(RT-qPCR) % M| & f 7
P miR-34a,SIRT1 mRNA £ #&KRF , o4 = F Lk KTFE5 PCIREZRFIHRA LA LR, FR SR
1 FEEAAEL LA A A Z B (TG) R IZE B2 (TC) AKE M5 & & 12 B 8 (LDL-C) \miR-34a & ik
KPR FFZHP<0.05),SIRT1 mRNA & ik K-F 2 F KL (P <0.05);PCl KB & F o & P miR-34a fo
SIRT1 mRNA A& KFEHAE(r=—0.578,P<C0.05), miR-34a A& K FH F.SIRT1 mRNA % ik KF
KAk A PCl KRG BRI MRA LA AR EZ(P<0.05), &if miR-34a £ PCIRE BRI KRALL AL H o
HPRA KT R E I3 ,SIRTI mRNA &% KF B FBIK;miR-34a,.SIRT1T mRNA T4 45 T AMI & % PCI
REBKRFRAL ARG E A,

KR RNA-34a; REABELRATRERT 1; LHRSMERL; ZEXERIHIKANET

DOI:10. 3969/j. issn. 1673-4130. 2021. 08. 008 FEZESES R542.2

NEHS:1673-4130(2021)08-0928-05 MktRERD A

The correlation of miR-34a and SIRT1 mRNA in peripheral blood with coronary no-reflow
after PCI in patients with acute myocardial infarction”
ZHANG Wei' \JFANG Jianjian® s\CHAI Qiaoying' \CHEN Huixiao'
1. Fourth Department of Cardiology ;2. Intensive Care Unit , Handan First Hospital ,
Handan , Hebei 056000, China

Abstract: Objective To investigate the levels of microRNA-34a (miR-34a) and silence information regu-
lator 1 messenger RNA (SIRT1 mRNA) in peripheral blood of patients with acute myocardial infarction
(AMI) after PCI and their effects on coronary no-reflow after percutaneous coronary intervention therapy
(PCI). Methods A total of 106 patients with acute ST-segment elevation myocardial infarction who under-
went PCI from June 2018 to April 2020 were selected. And according to the TIMI classification of coronary an-
giography,44 cases were divided into no reflow group and 62 cases into reperfusion group. Another 124
healthy volunteers were selected as the control group,all subjects were tested for serum biochemical indica-
tors,real-time fluorescence quantitative assay (RT-qPCR) was used to detect the levels of miR-34a and SIRT1
mRNA in serum,and the correlations between their expression levels and no-reflow after PCI were analyzed.
Results Compared with the control group and the reperfusion group,the levels of serum triglyceride (TG),
total cholesterol (TC) ,low density lipoprotein cholesterol (LDL-C) and miR-34a in the no-reflow group were
increased significantly (P<C0. 05), while the SIRT1 mRNA level decreased significantly (P <C0. 05). There
was a negative correlation between the levels of serum miR-34a and SIRT1 mRNA in patients after PCI (=
—0.578,P<C0.05). The levels of miR-34a and SIRT1 mRNA were risk factors for no-reflow after PCI (P <<

0.05). Conclusion The levels of miR-34a in the serum of patients after PCI has increased significantly, the
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levels of SIRT1 mRNA has decreased significantly, which may be involved in the occurrence of no coronary re-

flux in patients with AMI after PCI.
Key words: microRNA-34a;

ous coronary intervention therapy

I T 1] 42 5 v o L O I A 950G % 1 A B TR
i AR R, LR A A R A Bl 2 S G, i &
PR WUEEZE CAMD Wy 51 e & 0T /9 32 22 s R 2
— I TR AR TT AMI 2 B 36 50 0 10 3 5
AMI J5 5 58 AH 5 19 1l 3 7538 . 20 bk oL 45 30 {00 L
TR IE AT R FEEE RG89 AMI By B Fr e, 48 5 iR
kA AR ST (PCD & 2Pk ST Beda i 8.0 LR 36
(STEMD W) E236 97 F Bt fE I R L A5 20 )32 v FH A
INAT 947 75 % B9 STEMI %17 PC1 T AR5 w4k 30
o L3 AR A TE R L (E R R H B DL
AR GERS KL WIS, FER EIRITS4 R AH
MLWUE 2. W B E R W & A HLE] X T
B FIGTY PCL AR J5 R o bk T & T4 EE . b
RNA (miRNA) J& F 9 4 5 4% RNA, 5 {5
RNA(mRNA) 3" 5 4 506 43 45 & 1 mRNA P i
ol BH A A L AT R s R PR SRk L R T S 5 40 i 4 A
I3 AY VT L2 B SR R AR D ST R L I
/N RNA-34a(miR-34a) 7E AMI K O UL 40 fe i i 36
KLEESES O R T TUBREE TN T 1
(SIRT1) /& miR-34a A9 3E K 2 —, BE W8 {4 97 40 Jifg
D A0 T, PCL R R & R A R I
miR-34a.SIRT1 mRNA 3 ik 7K - (% A1 56 i 18 5 70,
R AS BF 5% 000 52 PCT AR 5 6 & ¥ & & 4h 1
miR-34a,SIRT1 mRNA 3£ ik K, 43 1 P Fh br 7
5 5eE AR Bl ik 2 R 0 A A
1 #ER5R%

1.1 — %R EE 2018 4E 6 H & 2020 4F 4 A A&
BElscia i) 106 4115 Yk B STEMI 47 PCI AR iy 5 3% M B
FEXT R (STEMI &4l . H B 61 fil, & 45 #il; 4F
W 35~79 %, 34 (58.29+2.16) % . 454 STEMI
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34a,SIRT1 mRNA X FiEH,
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fiEiE i miR-34a . NOD FE3Z A8 1 3(NLRP3) & PE/)
TRAE HE18 P B T AN O LR . AR &8 5
X MR PV R LA L, JC R 4L I 7 miR-34a ik
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La(PGC-1o) 7K, P /0N O JULAS BB 1] AR, A 470 KRRk I
O, FU %5 BF 58 3 8, miR-34a i3 2 3k 0]
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miR-34a £ 15, SIRT1 K £ X GEFE LR f &

A X T R E A,

25 LTIk  #E PCL AR5 5k 3l ik T & 3 8 3 1M 35
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