« 932 ErABEF4%5 2021 F£4 A% 42 %% 8 Int ] Lab Med, April 2021, Vol. 42,No. 8

MBREPXE RNA GEERAMBEMERNAE

MIAE. L EM.L AR AR RS
ZMRKFE_EREBES PO, HHZ M 730030

 E.BH ATADNGEESZFT . FEWBREFTXERNALASEZEAWNAXRAREBENR., FiE A&
ER B A (TCGA) 3 P T 526 I MR A& 4047 .50 ] B 2048 , A RN A B A -1 0 & 35 (GTEx) 4 %
B T 288 I EF L) RNA M PHIE. Hik £ F £k RNA LS HZO; LB/ E 4 % B % Cox )3 45 4 i
# A RNA LSRG MERGIFHERA, R ERNIAMNEF KA RNAZLSES ., fHikh 8 AAFE
8% 89 X4t RNA % 4% 8 (WDR3.SMG9,DARS2,CARHSP1 ,LARP6 ,GAR1,INTS7 # EXO1), #ME kT
8§ NX4k RNA & 46E GG FAER LI, KM A e 28R 0 & M & F B & 4 Sk 2 A af )
£ 42 (P<<0.05) , AT XKHE T ARG & T @RS A A 0.761 F= 0. 666, 1% g B A LA A 2K #
Zid AR ARAMERIE T X4 RNA L5 F MG FHAEAR, ik 8§ AK4t RNA £6% 9 T4 @
MR E TG 84 T AR ED .

XEiR Mg E; RNALASES; W5

DOI:10. 3969/j. issn. 1673-4130. 2021, 08. 009 PEESES:R734.2

XEHS:1673-4130(2021)08-0932-05 SERARERD A

Construction of key RNA binding protein prognostic evaluation model in lung adenocarcinoma’
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Abstract: Objective Based on bioinformatics methods, to evaluate the expression and prognosis effect of
key RNA binding protein in lung adenocarcinoma. Methods From The Cancer Genome Atlas (TCGA), the
RNA sequencing data of 526 cases of lung adenocarcinoma tissues,59 cases of normal tissues and 288 cases of
the Genotype-Tissue Expression (GTEx) normal tissues were downloaded to screen the differentially ex-
pressed RNA binding proteins. Univariate and multivariate Cox regression analysis were used to screen the
key RNA binding proteins and construct the prognostic evaluation model. Results A total of 375 differentially
expressed RNA binding proteins were found, and 8 key RNA binding proteins related to prognosis were
screened (WDR3,SMG9,DARS2,CARHSP1,[LARP6,GAR1,INTS7 and EXO1). The construction of a prog-
nostic evaluation model based on 8 key RNA binding proteins found that the overall survival time of the high-
risk patients of the experimental group and the validation group model was shorter than the lower-risk pa-
tients (P<C0.05) ,and the areas under the receiver operating characteristic curve of the two groups were 0. 761
and 0. 666, respectively, the prognostic model had validity and accuracy. Conclusion The study successfully
constructed an RNA binding protein prognostic evaluation model in lung adenocarcinoma. The above 8 key
RNA-binding proteins can be used as molecular markers for the prognosis of lung adenocarcinoma.
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