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Abstract: Objective To study the expression difference of miR-195 in lung adenocarcinoma, screen the
target gene of miR-195,analyze the interaction network of target gene and its influence on survival and prog-
nosis of patients. Methods TCGA database was used to compare the expression of miR-195 between lung ad-
enocarcinoma tissues and normal tissues, and real-time fluorescent quantitative PCR was used to detect the
relative expression level of miR-195 in clinical specimens. A Hybrid PCR primer for miR-195 was designed to
amplify the 3'UTR of the target gene.the 3'UTR fragment of target gene was screened by colony PCR and se-
quenced. NCBI website was used compare the sequencing results and obtain the target gene annotation and
full-length sequence. The target gene action network was constructed and survival analysis was carried out.
Results The relative expression level of miR-195 in lung adenocarcinoma tissues was lower than that in adja-
cent normal tissues (P <C0.01). Hybrid PCR was used to screen miR-195 candidate target gene to display mul-
tiple bands. There was 19 binding sites of miR-195 to target gene in 3' UTR. Low expression of target genes
GCLC and NOBI was associated with good prognosis of lung adenocarcinoma. Conclusion The expression of
miR-195 was down regulated in lung adenocarcinoma. miR-195 may affect the occurrence and development of

lung adenocarcinoma by directly inhibiting the function of GCLC and NOBI.
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