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KEBEE®E(P=0.001), 5B AE, miR-152 mimics # 3 PC-3 @5 , miR-152 #9482+ £ & K F B F 4
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miR-152 inhibiting the proliferation of human prostate cancer cells by regulating the expression of FOXR2
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Abstract:Objective To investigate the effect of microRNA (miR)-152 on cell proliferation via regulating
fork-head box R2 (FOXR2) in PC-3 cells of human prostate cancer cells. Methods The relative expression
levels of miR-152 and FOXR2 mRNA in human normal prostate epithelial cell RWPE-1 cells and PC-3 cells
were detected by qPCR,and the level of FOXR2 protein was detected by Western blot. After transfection of
PC-3 cells with miR-152 mimics, miR-152 inhibitor or FOXR2-siRNA, the cell proliferation ability was ob-
served. miR-152 mimics, miR-152 inhibitor and FOXR2 3'UTR double fluorescent reporter gene plasmid were
co-transfected with PC-3 cells,and the luciferase activity was detected. After transfection of PC-3 cells with
miR-152 mimics and miR-152 inhibitor, the relative expression levels of miR-152,FOXR2 mRNA and the level
of FOXR2 protein were detected. Results Compared with RWPE-1 cells, the relative expression level of miR-
152 in PC-3 cells was significantly decreased (P =0. 001),while the relative expression level of FOXR2 mR-
NA and protein level was significantly increased (P =0. 003,0. 003). After transfection of PC-3 cells with
miR-152 mimics, miR-152 inhibitor or FOXR2-siRNA, cell proliferation ability was significantly decreased,in-
creased and decreased respectively(P=0. 022,0. 029,0. 006). Co-transfection of miR-152 mimics and FOXR2
3'UTR wild type plasmids significantly inhibited the luciferase activity (P =0. 001), while Co-transfection of
miR-152 inhibitor significantly increased the luciferase activity (P = 0. 001). Compared with the control
group, the relative expression level of miR-152 was significantly increased after miR-152 mimics transfected
into PC-3 cells (P <C0. 001) ,while the relative expression level of FOXR2 mRNA and protein level was signifi-
cantly decreased (P <C0.001,0.001) and the cell viability was significantly decreased (P =0.013). The rela-
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tive expression level of miR-152 was significantly decreased (P <C0.001) after miR-152 inhibitor transfected

into PC-3 cells, while the relative expression level of FOXR2 mRNA and protein was significantly increased

(P<C0.001,P=0.007) and the cell viability was significantly increased (P =0. 018). Conclusion

miR-152

can inhibit the proliferation of human prostate cancer PC-3 cells by negatively regulating FOXR2 expression.
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