+ 1376 - ERRBESFLE 202146 A% 4245% 11 1 Int J Lab Med,June 2021,Vol. 42,No, 11

IncRNA NNT-AS1 1 miR-424 7£F = X & &
HAMPYRIEREIERENX

LEk & B.E OF.FH . FLRERE
BERXBRFE_WBEERMNBA, B EHE 710004

W E.HE M K4EdE%H A RNA BB K 5 52 4 208 & 3L RNAL(ncRNA NNT-AS1) , # > RNA-
424(miR-42DEFETARBURFTHAXRAEGAEAENL, AiE KEOAFTAREEZNTFTARES
Lfa 40 B EF T T ABEA LR, M IncRNA NNT-AS1 . miR-424 ¢ 483 R AR P, o4 ZF et R L RT 5
BHGERAREFIERTFGH X Z AR ki, R IncRNA NNT-ASI £F T ABRBALR T &£
ik, 5 BRda F#ARE(FIGO) 54 R EZERKEE 4448 £ (P<0.05), miR-424 £F T A REEHE L P
K&k .5 FIGO o8 WLEZ A2 E REZEA e & i448 % (P<<0.05), IncRNA NNT-ASI & & & |
miR-424 & & k69 B % 5 4 A FEIL(P<0.05), IncRNA NNT-ASI & & ik f= miR-424 1K k& & & % 5
AR Hom A%, IncRNA NNT-AS1 A3 &k KF 5 miR-424 2 A A% (r=—0.368,P<C0.05), & In-
cRNA NNT-ASI ## miR-424 AT TABRBEFHFFTRE A5 FTTAREEF RRREHIERTAS 4 X,

KEBW . T ARE; K4EIESH A RNA BB F 84 208 R L RNAL;  # RNA-424; 156 Rm 3
e, FTRE

DOI:10. 3969/j. issn. 1673-4130. 2021. 11. 022 FEZESFES:R737.33

NEHS:1673-4130(2021)11-1376-06 MHERFRERD A

Expression and clinical significance of IncRNA NNT-AS1 and miR-424 in endometrial carcinoma
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Abstract: Objective To analyze the expression and clinical significance of long non-coding RNA nicotin-
amide nucleotide transhydrogenase-antisense RNA1 (IncRNA NNT-AS1), microRNA-424 (miR-424) in en-
dometrial carcinoma. Methods The relative expression levels of IncRNA NNT-AS1 and miR-424 were detec-
ted in the endometrial carcinoma tissues of 60 cases of endometrial carcinoma patients and 40 cases of normal
endometrial tissues. The relationship between the relative expression levels and the clinicopathological fea-
tures,prognosis of patients and the correlation between the two was analyzed. Results LncRNA NNT-ASI
was highly expressed in endometrial carcinoma,and it was related to International Federation of Gynecology
and Obstetrics (FIGO) stage,vascular invasion and lymph node metastasis (P<Z0. 05). MiR-424 was low ex-
pressed in endometrial carcinoma,and it was related to FIGO stage, degree of myometrial infiltration, vascular
infiltration and lymph node metastasis (P <C0. 05). The patients with high expression of IncRNA NNT-ASI
and low expression of miR-424 had lower 5-year survival rates (P<C0.05). High expression of IncRNA NNT-
AS] and low expression of miR-424 were influence factors for poor prognosis in patients (P <C0. 05). There
was a negative correlation between the expression level of IncRNA NNT-ASI and miR-424 (+=—0.368,P<T
0.05). Conclusion LncRNA NNT-ASI and miR-424 are both abnormally expressed in endometrial carcino-
ma,and they are associated with poor pathological features and prognosis of endometrial carcinoma.

Key words: endometrial cancer; long non-coding RNA nicotinamide nucleotide transhydrogenase-anti-

sense RNA1; microRNA-424; clinicopathological features; prognosis
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