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Changes of serum NOX2 and NOX4 mRNA levels in elderly patients with coronary
heart disease and their relationship with prognosis”
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Department of Emergency ,Fengtai Integrated Chinese and Western Medicine
Hospital of Beijing City,Beijing 100072,China
Abstract: Objective To explore the changes in serum levels of reduced nicotinamide adenine dinucleotide
phosphate oxidase (NOX) 2 and NOX4 mRNA in elderly patients with coronary heart disease (CHD) and
their relationship with prognosis. Methods A total of 146 elderly CHD patients admitted to the hospital were
selected as the CHD group,and 146 healthy elderly patients were selected as the control group. Real-time fluo-
rescent quantitative PCR was used to detect serum NOX2 and NOX4 mRNA levels. Compared the serum lev-
els of NOX2 mRNA, NOX4 mRNA, malondialdehyde (MDA) and superoxide dismutase (SOD) between
CHD group and control group, elderly CHD patients with different prognosis. Analyzed the correlation be-
tween serum NOX2,NOX4 mRNA levels and MDA ,SOD levels in elderly CHD patients. Analyzed the factors
affecting the prognosis of elderly CHD patients. Analyzed the predictive value of serum NOX2 and NOX4 mR-
NA levels on the prognosis of elderly CHD patients. Results The levels of serum NOX2,NOX4 mRNA and
MDA in the CHD group were significantly higher than those in the control group (P <C0. 05),and the serum
SOD level was significantly lower than that in the control group (P <C0. 05). The levels of serum NOX2,
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NOX4 mRNA and MDA in patients with poor prognosis were significantly higher than those in patients with
good prognosis (P<C0. 05) ,and serum SOD level was significantly lower than that in patients with good prog-
nosis (P<C0. 05). The serum levels of NOX2 and NOX4 mRNA in elderly CHD patients were positively corre-
lated with MDA level (P<C0. 05) ,and negatively correlated with SOD level (P<C0. 05). The increase of serum
NOX2,NOX4 mRNA and MDA levels were independent risk factors for prognosis of elderly CHD patients
(P<C0.05) ,and the increase of serum SOD level was the independent protective factor for prognosis of elderly
CHD patients (P<C0.05). The area under the curve for the combined prediction of serum NOX2 and NOX4
mRNA for the poor prognosis of elderly CHD patients was 0. 943. Conclusion The serum levels of NOX2 and
NOX4 mRNA in elderly CHD patients are highly expressed. The levels of NOX2 and NOX4 mRNA may be

influencing factors for the prognosis of elderly CHD patients,and they are expected to become prediction indi-

cators for evaluating the prognosis of elderly CHD patients.
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