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The diagnostic value of serum TBULC level in lung adenocarcinoma
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Abstract: Objective To explore the diagnostic value of serum long-chain non-coding RNA induced by
transforming growth factor B (TBULC) in lung adenocarcinoma (LUAD). Methods A total of 116 cases of
LUAD patients treated in the hospital from September 2018 to April 2020 were selected as LUAD group,110
cases of benign lung nodules were selected as benign lung nodules group,and 110 cases of healthy people took
physical examination were selected as control group. Real-time fluorescent quantitative PCR was used to de-
tect serum TBULC level,and electrochemiluminescence immunoassay was used to detect serum carcinoembry-
onic antigen (CEA) level. Compared the levels of serum TBULC and CEA among the three groups,and ana-
lyzed the relationship between the above two indicators and the clinicopathological characteristics of LUAD
patients. The receiver operating characteristic curve was used to evaluate the diagnostic efficacy of TBULC and
CEA alone and in combination for LUAD. Results Serum TBULC and CEA levels in the LUAD group were
significantly higher than those in the benign lung nodules group and the control group,and the difference was
statistically significant (P <C0. 05). The serum TBULC level of LUAD patients before surgery was significant-
ly higher than that after surgery,and the difference was statistically significant (P <C0. 05). The TBULC and
CEA levels in patients with tumor maximum diameter==3 cm were higher than those in patients with tumor
maximum diameter<(3 cm,the TBULC and CEA levels in patients with TNM stage [ —IV were higher than
those in patients with TNM stage | — [ ,the TBULC and CEA levels in patients with lymph node metastasis
were higher than those in patients without lymph node metastasis,and the difference was statistically signifi-

cant (P<C0.05). The area under the curve,sensitivity and specificity of the combined detection of TBULC and
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CEA in the diagnosis of LUAD were higher than those of the two indicators alone. Conclusion TBULC is re-

lated to the occurrence and development of LUAD,and can be used as a good indicator of LUAD treatment

effect and disease evaluation,and combine detection with CEA can improve the diagnostic efficiency of LUAD.
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