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Small nucleolar RNA: a new molecular marker for tumors and many other diseases
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Department of Clinical Laboratory sthe Fourth Affiliated Hospital of Harbin Medical University ,
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Abstract: Small nucleolar RNA (snoRNA) is a type of non-coding RNA (ncRNA),mainly involved in the
modification of ribosomal RNA transcription. SnoRNA is the precursor of certain microRNAs,and can also be
further processed from long non-coding RNA. In addition, snoRNA is an important regulatory molecule in-
volved in various physiological and pathological processes of cells. SnoRNA is closely related to the occur-
rence,development and poor prognosis of tumors and many other diseases,and can even be used as a potential

therapeutic target. This article reviews the basic structure, biological functions,detection methods, related da-

tabases of snoRNA and the research progress of snoRNA in tumors and many other diseases.
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Research progress of type [ citrullinemia caused by Citrin deficiency”
WU Xingyu' s ZHANG Chunyan®, TIAN Yaping*®
1. School of Medicine , Nankai University , Tianjin 300071,China ;2. Birth Defect Prevention and
Control Technology Research Center ,Department of Medical Innovation Research sChinese
People's Liberation Army General Hospital ,Beijing 100853 ,China
Abstract: [[ type citrullinemia (CTLN2) is a genetic metabolic disease caused by SLC25A13 gene muta-
tion, which causes deficiency or abnormality of Citrin protein. Patients present with hyperaminemia,citrulline-
mia and recurrent neurological and psychiatric symptoms,often with a poor prognosis. The definitive diagnosis
of CTLN2 depends on the mutation analysis of SLC25A13 gene. At present,the treatment of CTLNZ2 is mainly
dietary intervention and drug therapy,and some gene therapies are also undergoing preclinical studies,showing
good application prospects.
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