« 1700 - EfrhhE¥£F2021F7 A% 42 4% 148 Int ] Lab Med,July 2021, Vol. 42,No. 14

o E-
NiEME CCLO3 EREBRBE EE ST M 2545 A R 5 FRATHFE

R T S A AN - . I S X - R
L) MPEHRFE _WRBERELEHA, S A7 M 51012052, 7 &P EH X F
REMHFEHFREFHAKEZ.S &d T 530200

W OE.HA TS MR EERALm CCl03 RIL&RE £ 2 55 B (ST & & 2545 5 A 5 FRiT4H
AE, FiE O OKE 13T HRRABRER.EFLEEFNSAMLSD BHKXE. > TaisrR afZithihgitd
w125 K B (ermB.mefA/E.ermTR . 1linB) & & 7 % B (cfb.bca.bac.scpB.Imb) #m, 8 X dh 19 # ST,
kB TAFEBERCC), CCl03 & 26.30% .8 ST485,ST862,ST651,ST103 2B 4%, ., CC103 53k CC103 H# #k 2t
UEE AARVERWIREN G R, EFH AL FENLGY P<0.05), ST651 4= ST862 34 % & 4=
FMBEENFEER S Fath £ >60.00%, ST651 g4 % & ot 254k AL 3 ermB & B , @ ST862 & 3
mefA/E &£ B, ST103 ## ST485 35 % [ a &, d ST651 F» ST862 ¥ A I &, ST103,ST485,ST651,ST862 %
& H A B EIR kK A :bea-cfb-lmb.bca-cfb.bca-cfb-bac.bca-cfb-sepB-lmb, Zit CC103 & A ) M X £ &
ARMEEBRZ—, L F ST651 o STE2 L F A AMNFE LN MG E S EMSERGZ HELFE LT
MAE RE ., o, RE ST éﬁﬁl«%&%’&i]%l 9B E S

KB LKA SLEFSR; SThRFSA; WHAR; FHAR

DOI:10. 3969/j. issn. 1673-4130. 2021. 14. 009 hEESE S RI46.5

X EHES1673-4130(2021)14-1700-05 XEARERD: A

Antibiotic resistance and molecular epidemiological characteristics of the main ST of
human-derived CC103 streptococcus agalactiae”
CHENG Zhaomin' ,LAN Kai' .\WANG Yunxiu',LI Xiaogiong' .KE Peifeng'® LI Liang®
1. Department of Clinical Laboratory ,the Second Affiliated Hospital of
Guangzhou University of Chinese Medicine ,Guangzhou ,Guangdong 510120,China ;2. Department o f
Medical Technology ,Faculty of Chinese Medicine Science Guangxi University of
Chinese Medicine , Nanning ,Guangxi 530200,China
Abstract: Objective To investigate the antibiotic resistance and molecular epidemiological characteristics
of the main sequence types of CC103 streptococcus agalactiae isolated from pregnant women in Guangzhou.
Methods A total of 137 strains were collected for MLLST ,drug sensitivity test, molecular serotyping and also
erythromycin and clindamycin resistance genes (ermB, mefA/E,ermTR,[inB) and virulence genes (cfb,bca,
bac,scpB,Imb) were detected. Results A total of 19 ST species were detected from 7 clonal groups (CC).
CC103 accounted for 26. 30% , which was composed of ST485,ST862,ST651,ST103. There were significant
differences in the drug resistance rates of erythromycin,levofloxacin and tetracycline between CC103 and non
CC103 strains (all P<C0. 05). The drug resistance rate and multi drug resistance rate of ST651 and ST862 to
erythromycin and clindamycin were more than 60. 00%. The erythromycin resistant strain ST651 only carried
ermB gene,while ST862 also carried mefA/E gene. ST103 and ST485 are type | a,while ST651 andST862 are
type [ll. The major virulence genes of ST103,ST485,ST651,ST862 were bca-cfb-lmb, beca-cfb, beca-cfb-bac,
bca-cfb-scpB-lmb. Conclusion The CC103 has become one of the main human strains in Guangzhou. Among
them,ST651 and ST862 had higher resistance rate and multiple resistance rate to erythromycin and clindamy-

cin,and their erythromycin resistance mechanisms were different. In addition, the distribution of serotypes and
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virulence genes of different ST were different.
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