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Abstract : Objective To study the configuration of calibration limits for non-matched chemistry system in
order to monitor the system. Methods The water blank and calibrator were determined respectively,and the
initial values of the calibration limits of reagent blank and calibrator were obtained. The calibration results of
the past 12 months were analyzed retrospectively, and the calibration limits were modified and optimized.
Meanwhile, the differences of the calibration limits of the same item among different instruments were ana-
lyzed. Results The limits could be used to monitor the intra-and inter batch precision of absorbance,reagent
blank and the maximum and minimum values of calibration factor. Among the 30 items,the maximum allowa-
ble relative deviation of calibration factor was 2. 12% —30. 60%,29 items were less than 18. 00% ,27 items
were less than 15.00% ,and 10 items were less than 5. 00%. Among the 26 items determined by the two in-
struments, 19 items (73. 00%) were reagent blank absorbance, 21 items (81. 00%) were calibrator absorbance
and 22 items (85.00%) were calibration factor P value less than 0. 05, which confirmed that there were signif-
icant differences between the two instruments. Calibration limits could be used to monitor the repeat preci-
sion, calibration tracking, maximum and minimum values of reagent blank and calibration factor. The allowa-
ble relative deviations of the 30 tests were different and between 2. 12% and 30. 60%. There is significant
difference in calibration results between two instruments(P <C0. 05). Conclusion By setting calibration limits
in the non-matched chemistry system, the calibration process can be monitored,and the system error intro-
duced by calibration can be reduced,so as to monitoring the whole analysis and detection system. The calibra-
tion limits of different items are different, which should be set and optimized according to the characteristics of

reagents and analytical instruments; the calibration limits of the same item are also different in different in-
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struments, which should be taken into account when setting and applying.

Key words:non-matched chemistry system;
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