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Abstract: Objective To explore the relationship between circularRNA (circRNA) 000203 and heart func-
tion and prognosis of patients with heart failure. Methods One hundred and twenty-four patients with acute
heart failure admitted to our hospital from June 2017 to January 2019 were selected as the heart failure group,
including 36 patients with heart failure classified as grade I ,45 patients as grade [l and 43 patients as grade
IV by New York Heart Association (NYHA) ;another 120 healthy people were selected as the control group.
Fluorescent quantitative polymerase chain reaction (FQ-PCR) was used to detect circRNA 000203 expression
level. Adverse prognosis of heart failure is defined as recurrence of heart failure or death. Logistic multivariate
model was established to analyze the prognostic factors of heart failure;receiver operating characteristic curve
(ROC) was drawn to analyze the prognostic value of circRNA_000203,and area under curve (AUC) , specifici-
ty and sensitivity were calculated. Results CircRNA 000203, N-terminal pro-brain natriuretic peptide (NT-
proBNP) ,left atrial inner diameter (ILAD),left ventricular end-diastolic diameter (LVDd) were higher in the
heart failure group than the control group, while left ventricular ejection fraction (LVEF) lower than the con-

trol group,the differences were statistically significant (P <C0. 05). The expression levels of serum circRNA _
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000203 in patients with grade [[ , [[l .and [V heart failure were 1. 89+0.87,2. 9740.69,4.5741. 03, respec-
tively,and the difference was statistically significant by analysis of variance (P <C0. 05). The higher the grade,
the higher the expression level of serum circRNA_000203. The expression of circRNA 000203 was positively
correlated with NT-proBNP, LAD, and LVDd, but negatively correlated with LVEF (r values were 0. 678,
0.411,0.409,—0. 555, P<C0. 05). Among the 124 patients, 44 had a poor prognosis,including 30 recurrent
heart failure and 14 deaths. The expression level of circRNA 000203 in patients with poor prognosis was
4.56=+1.10,which was higher than that in patients with good prognosis 1. 9040. 94, the difference was statis-
tically significant (P <C0. 05). circRNA_000203,NT-proBNP,LAD,LLVDd and LVEF were independent factors
affecting the prognosis of patients with heart failure, the difference was statistically significant (P <C0. 05).
The AUC of circRNA_000203 predicting the poor prognosis of patients with heart failure is 0. 756, and the
sensitivity and specificity are 65. 03% and 88. 95% , respectively. Conclusion The expression level of serum

circRNA 000203 in patients with heart failure is elevated,and detection of its expression level may be helpful

to assess heart function and patient prognosis.
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