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Study on relationship between MTHFR ,GSTP1 and GSTM1 gene polymorphisms with sensitivity and
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Abstract: Objective  To investigate the relationship between the sensitivity of postoperative adjuvant
chemotherapy and curative effect with MTHFR,GSTP1,GSTMI1 gene polymorphism in stage [l colon canc-
er. Methods  Sixty-five patients with stage [l colon cancer undergoing colon cancer excision and receiving
postoperative XELOX scheme chemotherapy were selected. The blood was collected for detecting MTHFR-
rs1801131,GSTP1-rs1695,GSTMI1 gene polymorphism,meanwhile the clinical data and 5-year survival follow
up data were retrospectively analyzed, and the relationship between different loci gene polymorphisms with
postoperative adjuvant chemotherapy sensitivity and curative effect was analyzed. Results The genotype dis-
tribution frequencies of 65 patients were in line with the Hardy-Weinberg equilibrium. GSTP1-rs1695 carried
G allele,and the patients with GSTM1 gene non-deletion had higher the chemosensitivity (P<C0. 05). The me-
dian disease-free survival time and median overall survival time in the patients with MTHFR-rs1801131 carry-
ing C allele were significantly shortened (P<Z0. 05). Conclusion MTHFR-rs1801131 gene mutation can affect
the curative effect of postoperative adjuvant chemotherapy in the patients with stage [l colon cancer. GSTP1-
rs1695 and GSTMI1 gene mutations are associated with the sensitivity of postoperative adjuvant chemothera-
py.
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2W/ K3 N 1A, MR B SRS AL, AT
RGBT 6 ~8 AN JE M T 1, 452 6 4
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R 4 0 3 240 DNA $2 L. R A 240 20 o o 1
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rs1801131,GSTP1-rs1695, GSTM1 3 4 {7 5 #E 479"
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P£5(3)60 C,60 s iG] P AERER IR K B IE A, 3 55 4~
TEH, ¥ 85 72 Wl B ABI3370XL DNA U ¥ % i
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2.3 HEABISAITITTRI KR AIT IR IRYT R R
R, #EH MTHFR-rs1801131 AA ., AC/CC 2 [ %1
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Koy A 24.8 27. 8
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