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Abstract: Objective To investigate the correlation between the expressions of miR-30a in serum or tis-
sues and the serum gastrin-17 (G-17) level and clinicopathologic features of patients with gastric cancer. Meth-
ods A total of 68 patients with newly diagnosed gastric adenocarcinoma in Dazu Hospital, the First Affiliated
Hospital of Chongging Medical University from March 2018 to December 2019 were enrolled into this study
and their blood samples and gastric cancer tissues or adjacent tumor tissues were collected. 30 serum samples
of healthy people were selected as control group. Total RNA was extracted from serum and tissue samples,
and the relative expression of miR-30a was detected by gqRT-PCR and serum G-17 were detected. Double lucif-
erase reporter genes were used to analyze the target regulatory relationship between miR-30a and gastrin mR-
NA (GAST). Results Based on the analysis of GEPIA database and OncomiR database, the expression level

of GAST in tumor tissues was higher than that in adjacent normal tissues,and the difference was statistically
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significant (P<C0. 05) , while the relative expression of miR-30a in gastric cancer tissues was lower than that in
adjacent normal tissues,and the difference was statistically significant (P <C0. 05). The expression level of
GAST negatively correlated with the expression level of miR-30a (+=—0. 520, P <Z0. 05). By double lucifer-
ase reporter gene analysis, miR-30a mimics and GAST-3' UTR-WT co-transfection could reduce the relative
expression of luciferase (P<C0.05). The relative expressions of miR-30a in serum or gastric cancer tissues of
gastric cancer patients were significantly lower than those in healthy people or paired adjacent normal tissues
[serum; (0, 68840.279) wvs. (1. 0000, 200) .,z =5. 524, P<(0. 05; gastric cancer tissue; (0, 348 0. 244) wvs.
(1.00040.175) ,¢=13. 211, P<C0. 05]. The relative expressions of miR-30a in serum or tumor tissues of gas-
tric cancer patients were related to tumor diameter, TNM stage,serum carcinoembryonic antigen, carbohydrate
antigen (CA) 19-9,CA 125 levels and H. pylori infection (P <C0. 05). Pearson correlation analysis showed that
there was a negative correlation between serum miR-30a relative expression and serum G-17 level (r =
—0.729,P<C0.05). Conclusion The relative expression of miR-30a in serum and gastric cancer tissues of pa-
tients with gastric cancer is relatively low, which is related to the overexpression of serum G-17, and the

GAST gene could be a potential downstream target gene of miR-30a,so miR-30a/gastrin axis may become a

new target for gastric cancer therapy.
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