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Correlation between miR-27a or its target PPAR-Y and coronary artery disease
complicated with type 2 diabetes mellitus”
HUANG Changzhi' s XU Xuezhong' ,LIU Xiaojing®
1. Department of Emergency Endocrinology sWanning People’s Hospital sWanning » Hainan
572000, China ;2. Department of Pharmacy ,.Wanning Maternal And Child Health
Care Hospital sWanning » Hainan 571500,China
Abstract : Objective To investigate the correlation between serum mir-27a or its target peroxisome prolif-
erator-activated receptor Y (PPAR-Y) and coronary artery disease complicated with type 2 diabetes mellitus
(T2DM) and their clinical significance. Methods From December 2018 to December 2019, 38 patients with
T2DM admitted in Wanning People’s Hospital was taken as T2DM group, 36 patients with coronary artery
disease (CAD) was taken as CAD group,37 patients with coronary artery disease complicated with T2DM was
taken as CAD-DM2 group,and 60 healthy people were selected as control group. The expression of serum
miR-27a was detected by real-time quantitative PCR, ELISA was used to determine the level of PPAR-Y in
blood,the target relationship between miR-27a and PPAR-Y was determined by dual-luciferase assay. Diagnos-
tic value of serum miR-27a for CAD in T2DM was evaluated by multivariate Logistic regression and Receiver

operating characteristic curve (ROC curve). Results Compared with the control group, T2DM group and
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CAD group,the expression of serum miR-27a in the CAD-T2DM group was decreased, while the level of ser-
um PPAR-Y in the CAD-T2DM group was increased, and the differences were statistically significant (P <<
0.05). The expression of serum miR-27a was negatively correlated with PPAR-y (+=—0. 808, P <C0. 05). It
was confirmed by luciferase reporter gene that PPAR-Y mRNA was the downstream target gene of miR-27a.
Multiple linear regression model analysis results showed that low expression of serum miR-27a increased the
risk of CAD in T2DM (OR =0. 738, P<C0. 05). ROC curve results showed that AUC of serum miR-27a for the
diagnosis of CAD in T2DM was 0. 850 (95%CI:0. 766 —0. 934, P <C0. 05), the cut-off value was 0. 555, and
the sensitivity and the specificity at this cut-off value were 84. 2% and 70. 3% ,respectively. Conclusion The
expression of serum miR-27a in patients with CAD-T2DM is decreased, which is related to the increase of ser-
um PPAR-level. The detection of serum miR-27a expression certain auxiliary value in diagnosing CAD in

T2DM, while mir-27a/PPAR-7 is expected to become a new target for prevention and treatment of CAD with

T2DM in the future.
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